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Genetic Analysis of Soybean Resistance to Thrips flavus
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Abstract: In order to promote the study of resistance of soybean to Thrips flavus and promote the control of Thrips flavus and

other Thrips, we used the recombinant inbred line population constructed by Qihuang 34 and Jidou 17 as the parents, made

the identification of insect-resistance on 128 lines by Thrips flavus invading soybean seedlings naturally. We used the pest

index to characterize the insect-resistance of each line, and analysised the linkage genetic based on the genotypes of each line.

We initially located 3 soybean Thrips flavus-resistant loci, named rif7, rif2 and rif3, respectively. The locus rifl on

chromosome 11 is the major one, which explaining 15. 8% of the phenotypic variance, and interestingly, it has an overlap

region with the soybean aphid-resistant locus ¢gRAP_B1 _1. The mapping of soybean Thrips flavus-resistant genetic loci may

provide an important reference for the analysis on the mechanism of soybean insect-resistance and the selection and breeding of

insect-resistant soybean.
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Table 1 Mapping results of Thrips flavus resistance loci
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Locus Chromosome Position PVE/% Additive effect
rifl 11 30705855 ~31732545 6. 8180 15. 7295 11.3234
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Fig. 3 Mapping region of gene resistant to
Thrips flavus in Chr. 11
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Table 2 Genes with differences in CDS region and their functional analysis

B 5| S IR A - S Ty Re R
Gene Amino acid variation Gene function annotation
Yt
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Biological process
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Endoplasmic reticulum organization; Nuclear-transcribed mRNA catabolic process; Protein export

290 B R A o T 5 A R LE 5 I T L0 T 0 B 7 4 R A

Cell wall pectin metabolic process; Nucleotide biosynthetic process; Plant-type cell wall cellulose

Embryo development; Embryo sac development; Pollen development

Glyma. 116213900 o
from nucleus; Secondary cell wall biogenesis
Glyma. 116214000 &
metabolic process
AT IMEEE; EHEE
Glyma. 116214200 7 : 7
B PR ; DNA R
Glyma. 116214300 52 - Y

Regulation of transcription; DNA-dependent
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Biological process
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Leaf proximal/distal pattern formation; Leaf vascular tissue pattern formation; Response to abscisic

acid stimulus; Response to auxin stimulus; Response to cytokinin stimulus

Regulation of transcription; DNA-dependent
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Petal development; Regulation of meristem structural organization; Regulation of transcription;
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R E o RS
Glyma. 116221500 P
DNA-dependent; Response to cold
Glyma. 116221800 =
xylem histogenesis
Ak
Glyma. 116221900 &
The same above
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