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Abstract: In order to understand the factor influencing the genetic diversity of soybean germplasm, broaden the genetic basis
of the existing germplasm resources, the research development in genetic diversity of China soybean germplasm was summa-
rized . This article mainly focus on the research progress of soybean genetic diversity from several aspects included the mor-
phological, biochemical, molecular level, and combined methods, pointed out the rich characteristics and obvious geograph-
ical features of Chinese soybean genetic diversity, and the research and development of soybean genetic diversity were dis-
cussed and prospected.
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