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Identification of Drought Resistance to TaNHX2 Transgenic Soybean
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Abstract: The TaNHX2 transgenic soybean T, generation plants were used to study the phenotypic, physiological characteris-
tics, photosynthesis, biomass and other changes under drought stress. The results showed that with the prolongation of drought
time, the control was wilting, the transgenic plants kept green, and the water content in the leaves of the transgenic plants was
higher than that of the control. However, there was no significant difference of chlorophyll content and soluble sugar in the
transgenic plants. Proline and malondialdehyde content of transgenic plants were significantly lower than the control, SOD ac-
tivity was higher than the control. The comprehensive evaluation showed that the transgenic soybean plants with TaNHX2 gene
had obvious drought tolerance compared with the control.
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Fig.2 Phenotype characters comparison after drought stress
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Fig.3 Root comparison after drought stress
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Fig.5 Comparison on praline content and soluble sugar in drought stress
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