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Abstract: Two kinds of different resistance soybean ( Huipizhiheidou and Liaodou 15) were inoculated with SCN3 in the re-
search. By real-time quantitative PCR method, GmMIOX4 gene expression changes were identified in early period and com-

plete life cycle of SCN3. Real-time quantitative PCR results showed that; Under SCN3 infection, the relative expression of

GmMIOX4 gene in roots of Liaodou 15 increased until 25 dpi after inoculation, the relative expression of GmMIOX4 gene in

roots of Huipizhiheidou reached the highest level in 10 dpi, GmMIOX4 gene was induced and played an important role.

Host’ s nutrients was absorbed by SCN through syncytial to maintain normal growth and development period at 10 dpi, and this

gene expression is induced, the gene can changes syncytial structure, inhibit nematode development, and thus played a dis-
ease-resistant effect. Total RNA of Huipizhi Heidou was used as template, 939 bp CDS of GmMIOX4 genezone was obtained
by RT-PCR. According to sequencing result, pGEM-MIOX4 over expression vector was cloned, it laid the foundation for fur-

ther study of GmMIOX4 gene function.
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Fig. 2 The relative expression level of GmMIOX4
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Fig. 7 Construction of phylogenetic tree

2.4 GmMIOX4 HRFRiEHERIHE

FFH BR il 1 P U0 B Neo T I Spe T 43 531 Xt
pGEM-MIOX4 F1 pCAMBIA1303 #% A 347 ST, 15
ol el F S Fr B, 1] TaKaRa 24 @]9 DNA 3 4%
Kit HEAT 5, e AL R AT i i 2 5 40 i DHS o, 28
A Kanamycin 9 LB B % 5L 55 5% |0 2k )i, a8 i
PCR B 0 e i 60 0 D7 ¥4 R AT %52 , T s L2
R i F kA pCAM-MIOX4 , [ 8 R Lk 4
HELL GmMIOX4-F F1 GmMIOX4-R 514, pCAM-
MIOX4 ok ARy 1e 1) H YLD, 5 B 4 2R —
H, U GmMIOX4 KL € 2 N V) i% 2 3] pCAM-
BIA1303 JFOREA M 5 151 9 i it bk 45 SR S I Neo 1



734 K =

By 5 1

I Spe 1 XUAY) pCAM-MIOXA 3844 GOk, 15 21 M 4%
oty , i — 4440 1 200 bp, 5 — 455 240R
950 bp, LR — B, AEWI R T CmMIOX4 J
P ek R pCAM-MIOX4

M 1

1 000 bp
750 bp

M DNA FRifE 434 (2000 bp) ;1:PCR 4,

M: DNA ladder marker(2000 bp); 1: PCR product.
8 EHF K pCAM-MIOX4 i) PCR £
Fig. 8 Identification of recombinant plasmid

pCAM-MIOX4 by PCR
1 M

10 kb

1 000 bp
900 bp

M :DNA FR#ES T8 (10 kb) ;1: pCAM-MIOX4 1 it
=9,
M: DNA ladder marker (10 kb); 1: Product of
pCAM-MIOX4 digested by enzyme.
B9 FEHBRK pCAM-MIOX4 HINEBYIEE
Fig. 9 Identification of recombinant plasmid
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