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Subcellular Localization and Prokaryotic Expression of GmDRR and Its Intera-

cion GmDIP1 Gene in Soybean
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Abstract: A differentially expressed protein was separated from soybean Suinong 10 induced by Phytophthora sojae in the pre—
vious work of our lab. A new gene GmDRR was obtained by sequence alignment comparison and analysis. Then its interaction
gene GmDIP1 was screened from ¢cDNA library by yeast two-hybrid. To make sure the interatction relationship subcellular lo—
calization and prokaryotic expression of the two genes were designed and the recombinatnt proteins were purified. GmDRR is a
exocrine protein positioning in the cell membrane and cytoplasm. GmDIP1 locates on the mitochondrial membrane. Both
genes successfully expressed in prokaryotic thus the proteins with expression function and biological activity were obtained.
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Fig. 4 SDS-PAGE analysis( down) and western blot detection( up) on prokaryotic

expression of GmDRR recombinant proteins and GmDIP1 recombinant proteins
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Fig. 5 Purification of the expressed GmDRR recombinant proteins
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