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Cloning and Bioinformatics Analysis of GmGLP10 in Soybean
ZHANG Yu-hang LI Yong-guang WANG Xue-song SUN Ming-yang GOU Han CHEN Wei LI Yue LI Wen-bin

( Agronomy College of Northeast Agricultural University/Key Laboratory of Soybean Biology in Chinese Ministry of Education/Key Laboratory of Soybean
Biology and Genetics Breeding Chinese Agriculture Ministry Harbin 150030 China)

Abstract: GmGLP10 gene was isolated from soybean Sclerotinia Sclerotiorum resistant cultivar Maple Arrow by PCR method.

Bioinformaties analysis showed that GmGLP10 gene encoding a 213 amino acids protein with a N-glycosylation site and sever—
al phosphorylation sites and was putatively to be a extracellular protein. The Upstream 1 500 bp sequence of GmGLP10 gene
were analyzed multiple cis-elements related to hormone and defense stress responses existed in the GmGLP10 promoter re—
gion. Phylogenetic analysis results indicted that GmGLP10 and several Auxin binding proteins( ABPs) had closer genetic rela—
tionship that may have similar functions. The GmGLP10 transcript abundance was significantly increased after Sclerotia infec—
tion. These results suggested GmGLP10 may function as an Auxin binding protein to regulate growth and development of soy—
bean and disease resistance defense responses.
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Fig. 1 Cloning of GmGLP10 gene
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Table 1 Location and putative function of cis-elements in GmGLP10 promoter

(+) (-)

Motif Sense( +) antisense( —) strand Location Sequence Putative function
ABRE + - —-289 bp -575 bp TACGTG
CGTCA - motif -+ -585 bp -1076 bp CGTCA MeJA
ERE + - —-906 bp -919 bp ATTTCAAA
HSE + -103 bp AAAAAATTTC
LTR + - 815 bp CCGAAA
TCich repeats -+ -1102 bp -1162 bp GTTTTCTTAC
TCA-element - -+ -26 bp -389 bp -202 bp GAGAAGAATA
TGA-element - -747 bp AACGAC
TGACG-motif + - -585 bp -1076 bp TGACG MeJA
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5 GmGLP10
Fig. 5 Phylogenetic tree analysis of GmPLP10 protein
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Fig. 6 Expression level of GmGLP10 under

Sclerotinia Sclerotiorum treatment
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