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Abstract: Based on recent achievements of proteomics application in soybean under stress at home and abroad, this paper re-
viewed advances on proteomics in soybean under stress and provided a new perspective of future development of soybean pro-

teomics in future. The main aim was to supply useful information so as to promote the development of soybean proteomics un-

der stress in China.
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Hh AT B aa A B eh I Y 23 SR
K8 e R I AL Y (peroxidases ) FDHE L 7K fif
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3 A0 B o P BT R B R N — AR AR DG 2R 1
M ZRIA 2 T R Y o B9 45 SR 3K W1 K i 3wl
RESZ I 2 A N — AL o R AR 1 e i ot A, i
TR A FH A 2 1 DU R A5 38035005
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BT AR RO 4% R 0 ER 4. X 10 AN
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B (actin isoform B) L) & T #4782 1% & i i ( methi-
onine synthase) Ji7 , & BLEA 1A mRNA 72 75 795
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Jip3E R R A R IR TR 4 R AR
Gil-Quintana 2 JUJ e+ 54l e 40 1k 5 28 [ 4
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TTRE S & IO B T 1 BB A KR BR
W LASR, Hi A AL T (SOD (APX CAT) 3R 1k & iy 1
INEE S O TF 7E 57 38 T U /0 1% M 4803 1Y 18 3
TERSRAR 2 i B b 2 AR B9 b8 3Rk ] R
—NB5 1k Tl A DR AT S AT 4 A
JET 4 RE 5 T RERRE , 1F TN 24 415 240 JL PN B 5 - 46 1% o
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R T REE R 5 I 30 6 A Y G, — sk
Wil T &M @, B - AT MR
(BABA) i Ji: HiH 22—, Hossain %5 Fil Fi 2 14 it
ZH A HORNS BABA S R AR A B AR AL RS T
THSE . SRR T A 66 NMEEAFE
RHEZFAAL, BABA AP 52K A B JilkaE 1 v
HAFTERA 17 DE M. JEE AR E T 1 (oxy-
gen-evolving enhancer protein 1) F14% [ 4 — #5 fig 32
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chain 1) fEPRA M R rb 08 BlERGA . 7215 SR

FIRMEAY, P H 70 (heat shock protein 70) |
TR T i ( carbonic anhydrase) | 25 & 2 & il Jif ( me-
thionine synthase) £l H 2 & it & B ( glycine dehydro-
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KRBT AR B AR AR & A T B R .
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B A AR AT 405 DA T X 5 e
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S50 T RE B AR KT BR300 T 4 ik PR AL 1416937
FRBURELI Y Young B R AR Y FRIK AT T 4047
5L 38155 5 P1416937 rhif 4R AH G H Y
Fik, MTE Young Hr IS 20— 3 B b AH 5 2R 1
IR, AR E T PI416937 rp 3 31 2 it Sl
(malate dehydrogenase) \J7EE ( enolase ) |57 SR 4
AL 5 i ( malate oxidoreductase ) F1 75 il fig [t & fif
(pyruvate dehydrogenase ) f2& I8 151, M 7E Young
T JEI B G  aX SE A BT8R AE AL b —Fh
AW AT IR Y5 1o
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BB TR AT R . Chen 50 X B Z &R KT
M 22 5 RN E A AT T8, R e XA
qRT-PCR 7347 1 22 57 25 1 2 0 56 DR A9 3R iR 1L =0
MR AR 4 E 44 A= O, Hrp
14 MEYER S 3 MHYREE A BIERE, 13 4
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qRT-PCR Z3#rgail 7 BN Rk 5 14 4> ERIBE
Ry 11 AS—F 13 AR E AP A 4 A
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LA TR E R B IR B R
2 RS KA SMV [,
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S e R e 16 AN T R I
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HRIBIEAT T HESE, POk s A 8 G 25 H:Rh 5 A 26
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