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Abstract: A cross of Jidou 12 and Heidou was made to construct a recombinant inbred line of Fy population which has 186
progenies as the experimental material. Correlation between 16 amino acid content were analysis in Shijiazhuang environment.
ANOVA, CIM and ICIM were used to identify quantitative trait loci. The results showed that the distribution of 16 traits was
continuous and normal distribution. Fourteen QTL were detected across three method about glutamic acid, arginine, serine,
alanine, phenylalanine, isoleucine, aspartic acid and lysine, distributed at B1, Dla, D1b, H, I, J and K linkage group,
contribution rate from 4. 91% to 17.02%. qPhe-20-1 had the highest contribution rate (17.02% ), detected by ICIM, favora-
ble alleles originate from Heidou. There were three QTL qAsp-20,qGlu-20 and qLys-20 detected by CIM in the same marker

interval with qPhe-20-1. qArg-11 was detected by ANOVA and ICIM, contribution rate was 11. 79% ,

favorable alleles origi-

nate from Jidou 12. These results provide a theoretical basis for marker-assisted breeding and fine mapping.
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Tablel Phenotypic variation about RIL population and parents
FAR 2 H AR
SRR Parents RIL population
AA 512 Le) BoRf /M i W% ESEN ik ()3
Jidoul2 Heidou Max. Min. Mean S.D CV/% Kurt Skew
KA IR Asp 5.29 5.24 5.99 3.04 4.94 0.48 9. 68 -0.92 2.12
IR Thr 1. 68 1.72 2.00 1.01 1. 67 0.15 9.21 -1.21 2.87
24 5 i Ser 1.91 2.07 2.38 1.17 2.00 0.20 10. 14 -1.03 1.87
BHER Glu 7.90 8.03 9.39 4.72 7.73 0.74 9.54 -0.96 1.97
H& & Gly 1. 86 1. 84 2.01 1. 10 1.72 0.16 9.05 -1.21 2.42
NA 2 Ala 1. 89 1.94 2.18 1.20 1. 86 0.18 9.69 -1.10 2.07
2L a R Cys 0.24 0.19 0. 40 0.10 0.21 0. 05 25.20 0.82 0.79
AR Val 2.09 2.17 2. 44 1.31 1.98 0.23 11. 64 -0.25 -0.02
HA R Mat 0. 64 0.79 0. 81 0.31 0.52 0.11 21.43 0.59 -0.48
R AR e 1.89 2.24 2.24 1.20 1.75 0.19 10. 75 -0.33 0. 46
AR Leu 2.74 3.84 3.84 1.72 2.63 0.33 12. 44 0.14 1.03
YR Tyr 1.43 1.55 1. 64 0.83 1.33 0.13 10. 09 -0.82 1.93
KN 2 Phe 2.16 2.23 2.54 1.32 2.07 0.19 9. 05 -0.98 2.78
2l & 12 His 1. 16 1.17 1.30 0.74 1. 12 0.09 8.38 -1.30 2. 86
R Lys 2.61 2.64 3.01 1.72 2.55 0.21 8.35 -1.21 2.77
KRR Arg 3.56 3.68 4.63 2.22 3.67 0.42 11.43 -0.48 0.82
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Table 2 QTL mapping of amino acids contents in seed of soybean
PR ~ BRC 7 22000 S a X ER % SEH X PR %
etk o it I s -
Traits Marker LG Position/cM i R R LOD LS LOD ST TR
Pvalue  R%/% A R*/% A R*/% A
K& Glu qGlu-2 sat_069 D1b 102.6 0.009  5.68 0.05
qGlu-12 satt442 H 46.94 0.005 6.75 -0.12
qGlu-20 satt496-satt049 I 4.14 12.79 -0.3
AR Arg qArg-11 Baresoyssr-11-795 Bl _ 0.005 4.91 -0.09
Barcsoyssr-11-795
qArg-11 Bl 3.31 11.79  -0.143
- satt665
qArg9 sattd75-satt273 K 2.99  8.32 -0.121
N Phe  qPhe-16 satt249 J 11.74 0.008  5.82 -0.02
Phe-20-1 satt496-satt049 I 4.27 17.02 0.077
qPhe-20-2 sat_418-satt162 1 2.56  6.45 -0.047
KA Asp qAsp-20 satt496-satt049 1 2,71 9.77 -0.17
AR Lys qLys-20 satt496-satt049 1 3.07 11.75 -0.08
2R Ser qSer-12 satt442 H 46. 94 0.006  6.35 -0.04
AR Ala Ala-1 satt482 Dla 45.75 0.01 5.59 -0.02
q
B Tle qlle-11 Baresoyssr-11-795 Bl _ 0. 009 5.07 0.04

TR Ay § A S PR R BUE R A ok F TSR 12,

The additive effect is positive, the allele is from Jidou 12.
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