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A Modified UREA Protocol for Soybean DNA Extraction

WU Yan -yan, DAI De -yan, CAI Chun - mei

(College of Life Science/Key Lab of Plant Biotechnology in Universities of Shandong, Qingdao Agricultural University, Qingdao 266109, China)

Abstract . It is difficult to extract high quality and sufficient yield of genomic DNA for soybean molecular biological research,
because of a great deal of protein, polysaccharides, hydroxybenzenes and esters. A modified UREA ( mUREA) protocol for
extracting soybean DNA was provided in this paper. We precipitated DNA with isopropanol and washed DNA pellet with wash-
ing buffer. Using soybean leaves and seeds as material, compared mUREA method with CTAB and SDS methods. The results
showed that the quality and yield of DNA from soybean leaves were highly significant than using mUREA method. And using
soybean seeds as material, the purity of DNA from mUREA was better than the other two methods. So mUREA method yielded

much more DNA of high quality for soybean leaves and seeds that was suitable for various molecular operations.
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1 ~3: mUREA 734 ~6: CTAB #£;7 ~9: SDS 1%,

1-3; mUREA method; 4 -6: CTAB method; 7-9: SDS method.

1 A3 #M7ARRIA K ZM 5 AFF ) DNA IR 5k AL R kA 45 R

Fig. 1 Agarose gel profiles of DNAs extracted from soybean leaves and seeds using three methods
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Table 1 Yield of DNA extracted from soybean

leaves and seeds using three methods, estimated

by spectrophotometer

il
Sample mUREA CTAB SDS

1 2091.5 1667.7 1917.5

IR 2 2091.4 1663.3 2019.5
Leaves 3 2878.8 1684.5 2091.4
4 Mean 2753.9 1684.5 2009.5

1 1010.5 1085.5 1448.1

i 2 1336.8 1263.8 1249.1
Seeds 3 1125.6 1135.7 1534.4
F Mean 1157.6 1161.7 1410.5
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T3 OR L A - iR 4R B JE R 2 DNA 347
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Table 2 Purity of DNA extracted from soybean
leaves and seeds using three methods, estimated using

spectrophotometer ( A, /A, )

Fehh
Sample mUREA CTAB SDS
1 1.95 1.96 1.98
i 2 1.95 1.97 1.98
Leaves 3 1.95 1.9%4 1.98
S Mean 1.95 1.96 1.98
1 1.90 1.97 1.90
[ xa 2 1.89 1.94 1.93
Seeds 3 1.90 1.92 1.93
4 Mean 1.90 1.94 1.92

1:mUREA % ;2.CTAB #:;3.:SDS 3,
1 :mUREA method; 2;CTAB method;3:SDS method.
B2 SSR 5|43t 3 A ERMHAEMR
FnFpF DNA g EE R
Fig.2 PCR amplification of genomic DNA extracted

from soybean leaves and seeds using three

methods using SSR primer pair
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A: EcoR I;B: Hind ;0. AEH;1: mUREA ;2. CTAB ;3. SDS .

0: Not digested; 1; mUREA method; 2: CTAB method; 3 SDS method.

3 EcoR 1F1 Hind W34 3 #77 AR AZ M FFFHF DNA WEEIER
Fig.3 Digestion of genomic DNA extracted from soybean leaves and seeds using
three methods using EcoR I and Hind [l
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