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Abstract: From 461 leaf samples with soybean mosaic virus (SMV ) -like symptoms collected from 68 fields( production fields,
some experimental farm and research plots) of 6 cities ( Harbin, Suihua, Heihe, Qiqihar, Jiamusi and Mudanjiang ) of Hei-
longjiang province in China during soybean mosaic virus disease onset peak in 2012, sixty-three positive SMV isolates were ob-
tained after preliminary identification on the susceptible soybean cv. Nannong 1138-2, biological purification with single-lesion
isolation and serological determination. Based on disease reactions on 10 differentials used in China as a representative from va-
rious reported differential cultivar systems, the 63 isolates were divided into 2 strains. Six isolates were classified into strain
SC15, and the other 57 isolates were SC18 strain. The composition of SMV strains found in Heilongjiang province was relatively
simple, less virulent strain SC18,which was predominant and widespread in Heilongjiang province, accounted for 90. 5% of the
total isolates and was distributed in 6 cities. While virulent strain SC15 ,accounted for only 9.5% of the total isolates and was
distributed in 3 cities. Comparison with the previous identification results showed that SC15 and SC18 were similar to North-
eastern No. 3 strain and No. 1 strain identified by Lyu et al in pathotypic, respectively. It is clear that SC18 is the key consider-
ation SMV strains during disease control and soybean breeding program for SMV resistance.
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Table 1 Distribution of samples of soybean mosaic virus from Heilongjiang province
KA 5 RAEHEECH AWl B RO ML %58 B SMV 232 5cH
Sampling No. of collected No. of biologically No. of isolates serologically
locations symptomatic samples purified isolates * positive for SMV
4 /K7 Harbin 140 20 16
254k Suihua 55 5 4
3 Heihe 80 14 11
FFFFM /R Qigihar 37 3 3
AT Jiamusi 95 25 20
4t JH/L Mudanjiang 54 10 9
A7 Total 461 77 63

* 2¢ Toperop A=W~ 4lifb 5 /B EE o

* Number of biologically purified isolates from Phaseolus vulgaris cv. Topcrop.
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Table 2 Classification of 63 SMYV isolates from Heilongjiang province

7 SMV 43 B 3 #HH HoH
Strains SMV isolates Sources Number Percentage/ %
SC18 HEB-48-1,2042-1,2176-1,2152-1,2189-2,2253-1 21802,  W&A/RIE L4k L= 55 57 90.5

2193-1,22104,2112-3 MR AEARST A PHT

90.5QQ207-1, JS-15-1,2190-5 ,2206-3 ,2190-1 , JS-15-2 , JS-

15-3 ,HEB-16-1,2189-1,2210-3

00Q207-2,2180-3 ,JS-16-1,2206-2 ,2253-2 , IMS4-3 ,2089-1,

IMS-4-2,2262-2,22294

2210-1,2262-1 ,SH-14-1,2229-3 ,2112-2 ,MDJ-8-1 , JMS4-1 ,

2246-1,2183-1,JMS-6-1

MDJcaidou-1-1, 2247-1, JS-162, 2180-1, 21902, 2176-2,

2176-3,2140-2 ,2138-1

2165-1,2152-3, JS25-1, 21804, 2008-1, 2140-1 , 22462,

2132-1
scis SH112-1,21904,JS305-1,JS310-1,2190-3 ,SH112-2 24k JL= AEARHT 6 9.5

A1t Total 63 100
R3 FAOSMVHKRE 0N KELHNFE LR EE
Table 3 Responses of 10 soybean differentials to 2 SMV strains
L 25 18 Kwang  FE1 5 Bl e
Strains Nannong  Youbian s1o1 Tiefeng 25  Davis Buffalo Zaoshu 18 gyo Qihuang 1 Kefeng 1
11382 30

SC18 S R S R R R R R R R
SC15 S S S S S S S S S S

R:HUi ;S 8. TIRlo

R: Resistance ; S : Susceptible. The same below.
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Table 4 Composition and distribution of SMV strains in Heilongjiang province in China

SRFEH AT <Cis scis T E YRR A BB E
Sampling locations Isolates Percentage/ %
I /R Harbin 0 16 16 25.4
2% 4k, Suihua 2 2 4 6.3
Ay Heihe 2 9 11 17.5
FFFIIR Qigihar 0 3 3 4.8
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#HFFIT. Mudanjiang 0 9 9 14.3
D EYEE T Total isolates 6 57 63
BB Y E 43 L Percentage/ % 9.5 90.5
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Table 5 Comparison with Lyu Wen-qing ef al’ s results

K525 3 Soybean differentials

SMV A 11382 * w15 7575 30 2L
SMV strains [EES ) AL [ Reference
Nannong 11382 * Qihuang 1 Youbian 30
%4t 1 S ¥ & Northeast 1 strain S R R B el
74t 2 S-#k & Northeast 2 strain S S R
%t 3 S#k % Northeast 3 strain S S S
SC15 S S S PN
SCI18 S R R
C G R R S SR E R AR 133 G533 k4 TRIRK 4 T,
* the same resistance soybean ; Nannong 133, Hefeng 33, Suinong 4 and Dongnong 4.
*ko6 SEXIT/FBEERARLEREER
Table 6 Comparison with Wang Yan-wei ef al’ s results
Y52 Soybean differentials
SMV “
.. (2R3 VA5 30 %
R A . S B -
11382 You BF 25 B ik
SMV 8101 Davis Buffalo Kwanggyo 15 15
. Nannong bian Tiefeng 25 Zaoshu 18 Reference
strains Qihuang I Kefeng 1
1138-2 30
sC4 S S S S R R R R R R FaERLM
SC7 S S S S S S S R R R
SC8 S S S S S S S S R R
SCI1 S R S S R R R R R R
SC12 S R S S R S R R R R
SC13 S S S S S S R S R R
SC15 S S S S S S S S S S AT
SC18 S R S R R R R R R R
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