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ｖａｌｕａｂｌｅｔｏｉｄｅｎｔｉｆｙｇｅｎｏｔｙｐｅｗｉｔｈｓｔａｂｌｅｐｅｒｆｏｒｍｏｆｆａｔｔｙａｃｉｄｏｆｔｈｅｓｅｔｗｅｎｔｙｓｉｘｃｕｌｔｉｖａｒｆｏｒｄｅｖｅｌｏｐｉｎｇｎｅｗｃｕｌｔｉｖａｒ．
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ｔｉｐｌｅｅｎｖｉｒｏｎｍｅｎｔｓ，ｈｏｗｅｖｅｒ，ｐｅｒｆｏｒｍｏｆｓｏｙｂｅａｎｃｕｌｔｉ
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ＧＧＥｂｉｐｌｏｔａｎａｌｙｓｉｓｏｆｆｅｒｅｄａｆａｓｔｅｒａｎｄｍｏｒｅａｃｃｕｒａｔｅ
ａｐｐｒｏａｃｈｆｏｒｅｖａｌｕａｔｉｎｇｓｔａｂｉｌｉｔｙｏｆｃｕｌｔｉｖａｒ，ｂｅｃａｕｓｅｅ
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ｍｏｒｅ，ＧＧＥｂｉｐｌｏｔａｎａｌｙｓｉｓｃｏｕｌｄｉｄｅｎｔｉｆｙ‘ｗｈｉｃｈｗｏｎ
ｗｈｅｒｅ’ ｂｅｓｉｄｅｓｉｄｅｎｔｉｆｙｉｎｇｄｉｆｆｅｒｅｎｔｍｅｇａｅｎｖｉｒｏｎ
ｍｅｎｔｓ［６７］．Ｉｔｈａｓｂｅｅｎｕｓｅｄｔｏａｎａｌｙｚｅｍａｎｙｃｒｏｐｓｐｅ
ｃｉｅｓ’ ｓｔａｂｉｌｉｔｙａｃｒｏｓｓｍｕｌｔｉｅｎｖｉｒｏｎｍｅｎｔｓｉｎｃｌｕｄｉｎｇ
ｒｉｃｅ［８］，ｗｈｅａｔ［９］，ｐｅａｎｕｔ［１０］，ｏａｔ［１１］，ｓｏｒｇｈｕｍ［１２］．Ｗｈｉｌｅ
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Ｉｎｔｈｉｓｓｔｕｄｙ，ｗｅａｎａｌｙｚｅｄｔｈｅｆａｔｔｙａｃｉｄｐｅｒｆｏｒｍａｎｃｅｏｆ
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Ｔｗｅｎｔｙｓｉｘｓｏｙｂｅａｎｃｕｌｔｉｖａｒｓｆｒｏｍ Ｈｅｉｌｏｎｇｊｉａｎｇ

ｐｒｏｖｉｎｃｅｗｅｒｅｕｓｅｄｔｏａｎａｌｙｚｅ，ｍａｉｎｌｙｆｒｏｍＮｏｒｔｈｅａｓｔ
ＡｇｒｉｃｕｌｔｕｒａｌＵｎｉｖｅｒｓｉｔｙ，ＳｏｙｂｅａｎＩｎｓｔｉｔｕｔｅｏｆＨＡＡＳ，
ＳｕｉｈｕａＢｒａｎｃｈｏｆＨＡＡＳ，ＪｉａｍｕｓｉＢｒａｎｃｈｏｆＨＡＡＳａｎｄ
ＡｃａｄｅｍｙｏｆＬａｎｄＲｅｃｌａｍａｔｉｏｎＳｃｉｅｎｃｅ（Ｔａｂｌｅ１）．

Ｔａｂｌｅ１　Ｔｗｅｎｔｙｓｉｘｔｅｓｔｅｄｃｕｌｔｉｃａｎｓａｎｄｔｈｅｉｒｄｅｖｅｌｏｐｉｎｇｓｅｔｔｏｒｉｎｆｏｒｍａｔｉｏｎ

Ｃｏｄｅ Ｎａｍｅ Ｄｅｖｅｌｏｐｉｎｇｓｅｃｔｏｒ Ｃｏｄｅ Ｎａｍｅ Ｄｅｖｅｌｏｐｉｎｇｓｅｃｔｏｒ

Ｇ１ Ｄｏｎｏｎｇ５０ ＮｏｒｔｈｅａｓｔＡｇｒｉｃｕｌｔｕｒａｌＵｎｉｖｅｒｓｉｔｙ Ｇ１４ Ｓｕｉｎｏｎｇ４ ＳｕｉｈｕａＢｒａｎｃｈｏｆＨＡＡＳ
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Ｇ３ Ｄｏｎｏｎｇ４７ ＮｏｒｔｈｅａｓｔＡｇｒｉｃｕｌｔｕｒａｌＵｎｉｖｅｒｓｉｔｙ Ｇ１６ Ｈｅｆｅｎｇ５０ ＪｉａｍｕｓｉＢｒａｎｃｈｏｆＨＡＡＳ

Ｇ４ Ｄｏｎｏｎｇ４２ ＮｏｒｔｈｅａｓｔＡｇｒｉｃｕｌｔｕｒａｌＵｎｉｖｅｒｓｉｔｙ Ｇ１７ Ｈｅｆｅｎｇ５２ ＪｉａｍｕｓｉＢｒａｎｃｈｏｆＨＡＡＳ

Ｇ５ Ｈｅｉｎｏｎｇ３３ ＳｏｙｂｅａｎＩｎｓｔｉｔｕｔｅｏｆＨＡＡＳ Ｇ１８ Ｈｅｉｈｅ３８ ＪｉａｍｕｓｉＢｒａｎｃｈｏｆＨＡＡＳ
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