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Abstract: To study the genetic diversity of soybean germplasm in northeast region of China,12 pairs of SRAP primers were
used to screen the genetic diversity of 20 soybean lines,and a total of 1 527 SRAP polymorphic bands were detected. The ge-
netic similarity coefficient among the tested cultivars ranged from 0. 286 9 to 0. 598 0, averaging 0. 444 3. It shows genetic di-
versity among soybean germplasm. The tested cultivars were divided into six groups based on the UPGMA cluster analysis. It
indicates that there are highly genetic similarity among soybean germplasm in Heilongjiang, Jilin provinces and foreign region.

It shows that genetic improvement and directional selection causes narrowness and confusion in the genetic backgrounds of soy-

bean. However,SRAP maker can be applied to study the genetic diversity of soybean effectively.
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Table 1 Experimental soybean materials and characteristics
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Table 2 Names and sequences of candidates SRAP forward and reverse primers

GIE BN JFFI(5'-3") ElE/EA JFF(5'-3")
Primers Sequence(5'-3") Primers Sequence(5'-3")

Mel TGAGTCCAAACCGGATA Eml GACTGCGTACGAATTAAT
Me2 TGAGTCCAAACCGGAGC Em3 GACTGCGTACGAATTGAC
Me3 TGAGTCCAAACCGGAAT Em4 GACTGCGTACGAATTTGA
Me4 TGAGTCCAAACCGGACC Em5 GACTGCGTACGAATTAAC
Me5 TGAGTCCAAACCGGAAG Em7 GACTGCGTACGAATTCAA
Me6 TGAGTCCAAACCGGTAA Em8 GACTGCGTACGAATTAGC
Me7 TGAGTCCAAACCGGACA

Me8 TGAGTCCAAACCGGTGT
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1 ~20 KK A 20 3 R ELAE & s M ROX500 4338 A B , A/
FK, A BER/IMK IR R:70,80,90,100,120, 140, 160, 180, 190,
200,220, 240, 260, 280, 300, 320, 340, 360, 380, 400, 425, 450,
475,490,500 (bp) , 3L 25 &7,

1-20: Soybean samples; M ; ROX500 Maker fragment size as fol-
lows:70,80,90, 100,120, 140, 160, 180, 190,200,220, 240, 260,
280,300,320, 340,360,380,400,425,450,475,490,500 (bp) ,
with a total of 25 fragments.
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Fig.1 Polymorphism among soybean simples
detected by primer combination of Me2/Em3
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Table 3 Similarity coefficient of experimental soybean materials
GRS Fuiﬂ Gk gk R o CENE 7 W3 wEOWE O®I oAt Af B3 w4t
34 4 3 45 85 9 14 58 401 81 50 33 93 NI

43 Hefeng 34 1,000

4343 Hefeng 4304396 1.0000
TR 35 Jkedou3  0.3886 0.4892 1.0000
45 Suinong 4 0.4200 0.5502 0.4752 1.0000
485 Suinong 8 04179 0.5349 0.5110 0.5210 1.0000

FEA Jiw 47 0.4000 0.5520 0.4419 0.4975 0.5089 1.0000

B3 Thenshuta 04212 0.5202 0.4420 0.4617 0.4613 0.4543 1.0000

AE29 Hefeng29  0.4117 0.4937 0.4164 0.4442 0.4564 0.4581 0.5300 1.0000

S 14 Suinong 14 0.4209 05170 0.3832 0.4645 0.4644 0.4678 0.5595 0.5124 1.0000
13 3260 Sitan 3260 0.4597 0.5199 0.4066 0.5007 0.4496 0.4835 0.5980 0.5460 0.5574 1.0000

# 3 Xuan 3 0.4046 0.5095 0.4233 0.4436 0.4387 0.4693 0.5679 0.5092 0.5767 0.5654 1.0000

EH 58 Jiyu 58 0.4257 0.4384 0.4007 0.3903 0.4006 0.4162 0.4936 0.4778 0.4986 0.4977 0.5408 1.0000

EH 401 Jiyu 401 0.4217 0.4934 0.4202 0.4603 0.4410 0.4526 0.4444 0.4491 0.4662 0.5134 0.4538 0.4204 1.0000

F51 81 Jiyin 81 0.4141 0.4855 0.3895 0.4349 0.4206 0.5096 0.4825 0.4205 0.4756 0.5000 0.4873 0.4451 0.5559 1.0000

AE50 Hefeng S0 0.3416 0.3412 0.3570 0.3188 0.3671 0.3242 0.3359 0.3035 0.3079 0.3327 0.3103 0.2869 0.4056 0.3501 1.0000

A% 33 Hefeng 33 0.4207 0.4745 0.3665 0.4177 0.4243 0.4776 0.4484 0.4183 0.4530 0.4659 0.4677 0.3850 0.4801 0.5604 0.3527 1.0000

A3127 0.4083 0.4470 0.3565 0.4125 0.3735 0.3879 0.4886 0.4273 0.4564 0.4755 0.4687 0.4324 0.4876 0.4903 0.3289 0.4421 1.0000

B3Vi3 0.3557 0.4569 0.3673 0.4101 0.4130 0.4157 0.4368 0.4103 0.4348 0.4633 0.4492 0.4323 0.4529 0.5027 0.2905 0.3983 0.5428 1.0000

EE93 Jinu 93 0.4257 0.4250 0.3896 0.4196 0.3956 0.3893 0.4791 0.4150 0.4552 0.4307 0.4817 0.4244 0.4353 0.4505 0.3402 0.4420 0.5256 0.5020 1.0000

A7 51 Hefeng 51 0.3644 0.4610 0.4040 0.4146 0.4066 0.4148 0.4401 0.3989 0.4502 0.4568 0.4313 0.4128 0.4922 0.4839 0.3127 0.4447 0.5062 0.5237 0.5320  1.0000
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Fig.2 Dendrogram of 20 soybean cultivars with UPGMA
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