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Comparison of Four Methods for Genomic DNA Extraction from Aphis glycines
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Abstract: Using Aphis glycines as material ,four genomic DNA extraction method including chloroform-isoamyl alcohol extrac-
tion, salting-out method, KAc and genomic DNA kit method were compared and analyzed. The purity of genomic DNA from
chloroform-isoamyl alcohol extraction and salting-out method was better than the other two methods. And the total time of ex-
traction in ascending order was genomic DNA kit method, salting-out method, the chloroform-isoamyl alcohol extraction and
KAc. Salting-out method acted more quickly and effectively, the other three methods also had some advantages, therefore , the
corresponding methods for genomic DNA extraction should be chosen according to the test conditions.
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TAE 1) L 5k R rbr, B LR 1] 67 4 , YR T 240 ¥ 18 Je T
1 mm, 7% 1 FLE 80 V R HL YK 120 min, &2 5 75 5E
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Table 1 Comparison and analysis of four methods for the extraction genomic DNA from Aphis glycines
Jrik: 0D,/ 0D ERAS DNA 4ifi DNA Z#y TR PCR %R
Method Major impurity DNA purity DNA structure Total time/min Result of PCR
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