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Investigation and Analysis of the Main Agronomic Traits of Different Transgenic
Soybean Lines with GsGST14 Gene
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(College of Life Sciences,Northeast Agricultural University, Harbin 150030, Heilongjiang, China)

Abstract: In the previous study,we have transformed salt tolerance gene GsGST14 into soybean. In the present study, the ag-
ronomic traits , including the yield , morphological and quality traits of five transgenic soybean lines,as well as the CK variety
Hefeng55 , were investigated and analyzed statistically. There were no obvious differences between transgenic soybean and the
control in pods per plant,seeds per plant,100-seed weight, growth duration, podding habits, flower color, leaf shape and protein
content, but the plant height of HF55-GST14-1, HF55-GST14-3 and HF55-GST14-4 were obviously shorter than control, and
the oil content of HF55-GST14-1 and HF55-GST14-2 were significantly higher and lower than that of the receptor variety, re-
spectively. All the results indicated that five transgenic soybean lines with GsGST14 gene had no seriously adverse variation in
yield , morphological and quality traits,so they would have good utilization prospects.
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T3 20 wL TE ## , i UKW I
1.2.2 PCR #m PCR ¥ GST14 FH K5
Yh

GST14-S: 5'-GGAAGCGAAGAAGTGAAGCTGTT
GA-3’

GST14-AS: 5'-GAAGCCAGTAAGAGATCCATC-
CAAGTG-3’
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Table 1 PCR positive rate of T, plants with GsGST14 gene

conpene  PCRPAERREL  PCR FAfER
B TR *
No. of PCR PCR positive
Material No. of T; plants
’ positive plants frequency/ %
HF55-GST14-1 150 128 85
HF55-GST14-2 200 178 89
HF55-GST14-3 200 180 90
HF55-GST144 250 220 88
HF55-GST14-5 250 228 91

2.2 RZERPE
2.2.1 ik HEFE2 0H,S N5 GsGST14 4
PR T AUREAA 55 008 BRTE B R S K0 BRpRoR KA
B RRARE,
R2 ¥ GCSTIA BERAXERREUKRN = IR
Table 2 Yield traits of different transgenic soybean
lines with GsGST14 gene

R FRRIEE bR P
Material Pods per plant Seeds per plant 100-seed weight/g
Hefeng55 96.0 315.0 21.5

HF55-GST14-1 90.2 272.1 22.2
HF55-GST14-2 90.0 271.7 22.7
HF55-GST14-3 90.0 272.9 23.3
HF55-GST144 88.5 283.0 22.4
HF55-GST14-5 89.5 281.2 22.4
2.2.2 BAMKR W3 LS MEEERR T,

TR 5 0 R L, 7 2 6, 53 33 T 2% 7 T
JCHA B 2% R Bk & HF55-GST14-1, HF55-GST14-3,
HF55-GST144 T AUk R F LT X (P <0.05) o
R3 ¥ GCSTI4 ERRERREEUK RS ER
Table 3 Morphological traits of different
transgenic soybean lines with GsGST14 gene

kL i LEIESI 1t e
Material  Plant height/cm  Podding habit  Flower color Leafshape
HefengS5 113.2 s P L
HF55-GST14-1 101.6” S P L
HF55-GST14-2 100. 8 s P L
HF55-GST14-3 98.9” s P L
HF55-GST144 99.2* S P L
HF55-GST14-5 102.9 s P L

S A BRAL P e Lo KM * {3 0. 05 AR F i3, A,
S:Semi-determinate ; P; Purple; L; Long leaf; * stand for significant

at 5% level ,the same below.
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Table 4 Quality traits of different transgenic
soybean lines with GsGST14 gene

bkt EEEE i i
Material Protein content/ % Oil content/ %
Hefeng55 40.97 18. 65
HF55-GST14-1 37.74 20.08 "
HF55-GST14-2 39.90 17.35*
HF55-GST14-3 38.83 18.67
HF55-GST144 40. 87 18.90
HF55-GST14-5 38.77 18.35
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