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Abstract: Increasing oil content in soybean is an important goal for soybean breeding. Using 18 SSR primers, polymorphisms
were examined among 241 germplasms and three major loci of oil content were identified in soybean. These include Satt343,
Sat_295 ,and Satt598. Three unique alleles( Satt343_3,Sat_295_6 and Satt598_7) of these loci had positive correlations with
oil contents in soybean using Chi-square and T-test analysis. Two candidate genes relevant to oil content were found within the
3 ¢M region of Satt343 and Sat_295 ,respectively. These results may be significant for soybean breeding for high oil content.
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Table 1 SSR markers matched in soybean genetic map

519 JIAE S B Elk7) BT R

SSR marker Matched Gm SSR marker Martched Gm
Sat_009 Gml4 Satt343 Gml3
Sat_164 Gml8 Satt389 Gml7
Sat_174 Gm20 Satt454 Gm05
Sat_293 Gm09 Satt468 GmO1
Sat_295 Gm03 Satt556 Gml4
Sat_414 GmO1 Satt598 Gml5
Satt200 Gm05 Satt613 Gml9
Satt267 GmO1 Satt664 Gml9
Satt317 Gml2 Satt700 Gm20
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Table 2 Oil content of tested soybean germplasm

gl i PEU o BE oy BE i s
Germplasm 0il content/% Germplasm 0il content/% Germplasm 0il content/% Germplasm 0il content/%
TOMRAE HAE 17.0761 L69-6095 20. 8586 BRIET 21.5045 162-364 21.8158
EEHET 1 17.4877 ILI 20.8775 165-756 21.5079 N7 03-5570 21.8266
FIRE = 18. 1643 L72D-4045 20. 8881 1694318 21.5084 N49 21.8297
NI 041-141 18.2259 L72-1198 20.8919 31 21.5228 EH 9B 21.8418
I 18.497 167971 20.9004 168-758 21.5331 49 5 21.8532
FHEL 18.8098 NO2 20.9206 ARG5S 21.5424 N23 21.8544
Maple Ridge 18.8501 $9202 20. 9405 L67-1250 21.5459 &35 21.856
/N 19.204 HE 66 = 20.9583 HEH5 B 21.5466 Wilkin 21.8629
PR 19.3115 N38 20. 969 Jutk 21 21.551 Kato 21.8674
SR 19. 6047 T I 20.9811 167-166 21.5511 i 11 5 21.8732
R H# 19. 6643 Harosoy 20.9812 M 48 B 21.5549 &1 5 21.8962
N32 19. 8997 N31 20.9853 T295H 21.5644 N57 21.9291
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Germplasm 0il content/ % Germplasm Oil content/ % Germplasm Oil content/% Germplasm Oil content/ %
Boige du lot 19.9082 L67-234 21.0131 &F37 21.5725 B4 5 21.9328
et geronne
Nattawa 19.9736 W 15 21.0177 L72-1241 21.5758 IR 41 21.9492
$$201 20.0058 1642139 21.0507 Nowa 21.5824 439 21.9739
94-129 20.1956 166-707 21.067 N22 21.5905 N54 21.9739
T HE = 20.2199 gk 42 21.0717 45 21.6033 577 14 21.9829
HH30 B 20.2574 165-60 21.0795 169-4266 21.6036 b IIEES 21.9872
LIRS S 20.2892 Hark 21.0884 Ly PR 21.6129 FHHk 39 21.9904
L72-1138 20.3643 BRI DU 21.0887 7%.02-339 21.6137 Maple Amber 22.0457
N62 20.4131 k5621 21.0924 Rk 01-1234 21.6203 &3 29 22.0503
N59 20.4161 167226 21.097 47 02-336 21.6297 2125 22.0652
FoH 20.4516 L73-79 21.1024 3 166 21.6329 g 15 22.0719
Proto 20.4519 wip o B 21.1136 HET1 21.6345 B3 22.0985
BOE 20. 4549 AR T 21.1238 163-1397 21.6374 Wk 37 22.1088
167-3090 20.4567 162-801 21.1325 172-1140 21.6396 NO9 22.1142
1704112 20.4645 Vinton81 21.1332 97489750 21.6399 Nattosan 22.1172
L7146 20.4712 N35 21.1358 TV i= 21. 6468 B3] 27 22.1625
N66 20.4784 167-1687 21.1501 WE1S 21.6535 My 18 22.1646
HIRG 20.5143 L61-1069 21.1563 HAE01-1778 21.6568 bk 35 22.1663
162-558 20.5251 i 2 21.1635 B33 21. 6602 me 14 22.1753
167-3388 20.5574 1694428 21.1703 IANBF 03-7239 21.6642 Wea 22.2211
Hitatsa 20. 5866 B 4-1 21.1717 163-1097 21.6694 7Rk 163 22.2864
94 20. 607 N13 21.1766 N68 21.6766 Hodgson 22.2878
i3 g 20.6149 163-1612 21.1936 Ln B E= 21.6893 Dawson 22.3531
N36 20.6185 N20 21.1947 1.84-337 21.7024 Maple Arrow 22.3754
R 7 20.6298 LS201 21.1964 4 10 B 21.7126 g1 5 22.4341
94-15 20. 6865 165-34 21.2029 JLE A 21.7157 AT 04-L15 22.4445
BRI 2 B 20.6924 wL1 & 21.2059 4340 21.7239 CN210 22.474
L H# 20.7038 L66-704 21.2082 4 02-1667 21.7369 e 434 22.4836
Foki BT 20.7407 b3 14 21.2252 Weber 21.7399 Maple Presto 22.5375
RAZ 66-22 20.7427 Wk 13 21.2279 K20 21.7491 Hodgson78 22.5417
N21 20. 7446 JLILA 21.2363 L64-1061 21.7637 N29 22.7231
60 Kkt 20.7509 L61-5047 21.2379 DU 21.7687 4 0023 22.8266
1694265 20.8074 1904711 21.2398 1.73-1543 21.7743 HEH 6T B 22.8409
K% BT 20.8174 HRE15S 21.2442 Fil6 5 21.8014 b2 5 22.8888
1.83-4387 20.8185 L65-540 21.2533 JeE11 5 21.8062 W 44 B 22.9723
165237 20. 8487 Vinton 21.2614 HE 21.8136 165-1274 23.0316
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Full line and dotted line show 0. 01 significant level of chi-squareand ¢-test,respectively.
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Fig.1 Result of chi-square and ¢-test
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