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Selection of Suitable Soybean Genotype Based on Cotyledon Node and Embryonic

Tip Regeneration Systems
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Abstract : Cotyledon nodes and embryonic tips of soybean were used as explants to investigate the induction rate of adventitious
shoots , elongation rate of adventitious shoots and the number of adventitious shoots. The results showed that genotype could af-
fect regeneration frequency obviously in the selected regeneration system. For Hefeng35 and Hefeng25 ,both induction rates and
elongation rates in cotyledon node regeneration system were higher than those in embryonic tip regeneration system, while the
induction rates and elongation rates of Heinong37 were opposite. Different regeneration system should be applied when different
soybean genotypes were used. Hefeng35 , Hefeng25 and Suinongl4 were suitable for cotyledon node regeneration system, Hei-

nong37 was more suitable for the embryonic tip regeneration system. Furthermore, Jiyu91 and Beijingxiaolidou were suitable for

both regeneration systems.
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Significant difference of adventitious shoots induction rate,elongation rate

and adventitious shoots number in cotyledon node regeneration system

AREFHER AR AR
E- 5k
Adventitious shoots Adventitious shoots Adventitious
Genotype
induction rate/% elongation rate/% shoots number
Jt5/INRL 5. Beijing xiaolidou 94.7a 82.4a 2.48¢
&3 25 Hefeng 25 93.3b 74.7¢ 3.83b
4 35 Hefeng 35 91.3c 81.7a 4.27a
FHHE 91 Jiyu 91 88.1d 77.3b 2.57¢
2Z4% 14 Suinong 14 85. 6e 72.3d 3.80b
Mok 37 Heinong 37 44.1f 33.4e 1.68d

[RIFVEUELIS ARG FRERZRE 0. 05 AKF 2R B3, TR,

Values in the same column followed by different lowercase letters are significantly different at 0. 05 probability level , the same below.



2 FRWHELAR 36 T 75 R A 1A AR 10 R S PR R i i 215

2.2 XEERBMNFERBECRHIN

RS R AN 255 3 R R AN 52 2R 2
1 F PER IR AR UL 2, JU AU/ IVEL B AN E 257
SRR, WA 91 il A E I R R iR L
FUINREEL B 09 0 5 5 355 P R AN SME IR A
TE PR S R 2. 27 ~4. 21, JEETN

KL ARA 37 N 5E 255 3 IS HUAR E 25 4
IR W E 91 BUARANE 2R T R AR (H IR
e BAE 2P R 2 i & F 35 5 F 25 Mgk
14 BOANTE ZFT5 S R B0 , (BN E 2R R B BoA

K2 XERRBEARTAREEBEAEFESE MRKEMTEFHUNERRENS

Table 2 Significant difference of adventitious shoot induction rate,elongation rate

and adventitious shoots number in embryonic tip regeneration system
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Adventitious shoots

I HH
Adventitious

elongation rate/% shoots number

86.3a 3.09b
73.9b 4.06a
39.7f 2.71be
55.4d 2.27¢
43.7e 2.41c
58.7c 4.21a
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Adventitious shoots
Genotype
induction rate/%
JLH/INRL . Beijing xiaolidou 91.0a
Mk 37 Heinong 37 87.7b
43 35 Hefeng 35 86.7b
ZZ4% 14 Suinong 14 79.3¢
43 25 Hefeng 25 73.3d
A 91 Jiyu 91 69.1d

2.3 REFAREEBESHNBEEGRNERE
KIGAN[R) F PR R AE - 45 (R R AR R R R h
AE PR NE R AR RN ¢ ke
WROBIE 1 ~3 fiR, XFHET L WE, FHATER
RPHAE F SRR R E TR AL
A EAE R TFIRR AR R, H, 5 &
Ol FIIEFEF TR RFIIRIAR RAE N FRA IR R R
A 37T KRG F MR R PR E 2R S 8 i K&
FIAE ZFBOMR T IR AR R, L, FE AR 37 88
EE KRR EMREAERR HFF 35 5F25
@A 14 782 NEHAKRR D R E SRR
AR R WS TR AR R, AN 2 K R AR
FE PR T IRRIR R TRl & e 87 i 1 IR R AE

BFH5 Cotyledon node B 4R Embryonic tip
100 - - *

REFFFH
Adventitious shoots induction rate/%

4 db iR E
inongl4 Beijing
xiaolidou

TEEol W37 &35 A5 @
Jiyu91 Heinong37 Hefen35 Hefen25 Su

JEA Genotype

Bl EFHTERMERERAD

REAEEABENLAEFESE
Fig.1 Adventitious shoots induction rate of different
genotypes soybean in cotyledon node and

embryonic tip system
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Fig.2 Adventitious shoots elongation rate of
different genotypes soybean in cotyledon

node and embryonic tip system
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Fig.3 Adventitious shoots number of
different genotypes soybean in

cotyledon node and embryonic tip system
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