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Abstract : Heat shock protein 70( Hsp70) family is one of the most important heat shock proteins and an evolutionarily con-
served protein. It plays an important role in environmental adaptability and stress tolerance of organisms. In this paper, Hsp70
complete ¢cDNA sequence ( Hg-Hsp-70) was cloned from Heterodera glycines by RT-PCR and genome walking technology, the
full length is 1953 bp,and the Genbank accession number is FJ816100. 1. The sequence structure analysis showed that the ge-
nomic sequences contained 9 exons and 8 introns,and the sequence homology was higher than other nematodes. This gene en-
coded 650 amino acids, and the calculated molecular weight was 70 kD, carried two important intact Hsp70 signature se-
quences. The result of amino acids sequences analysis revealed that translated molecules showed high homology with other
nematodes. The prokaryotic expression vector Hsp7OpEASY-E1 was constructed for Hg-Hsp-70. Hg-Hsp-70 protein was obvi-
ously induced to express by 0.2-1.2 mmol-L~" IPTG and reached the maximum expression ,after induced 5 h by 0.8 mmol
L~" IPTG.
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Table 1 Oligo nucleotide primers designed in the study
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API1 GTAATACGACTCACTATAGGGC P EYY S 74
AP2 ACTATAGGGCACGCGTGGT Rk ® (50
GSP1 CGA AGTCCTCGCCACCGAGATGAGTGTCA etk
GSP2 CCA CCGCCCAAGTCGAAAATG AGCACAT Ye o kA5 ()
Hg70-Ds GACATGAAG(A)CAC(T)TGGCC P18 Hsp70 3853 Fr Bt
Hg70-Da TTA GTC C(A)AC TTC T(C)TC G(A)AT P4 Hsp70 3853 Fr Bt
Hg70-RTS ATGCCATCTAAAGCTAATGC Hsp70CDS J@31| 414
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PEER  d5c ) 72°C ZEAH 10 min, §7H Wy LA 2% Bl
WA FL KRG DU RN 43 125, P e ml Wi i) & Ak s
B PGEM-T easy #fA i, #4k TOP10 B2 2541
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Fig. 1 Primary PCR products

L FEARE;2 ~5 50 Lh Dra T Stw T \EcoRV 1 Pou
11 G 7= AR
1 :Marker; 2-5 were enzyme Dra |, Stu |, EcoR V and
Poull digested SCN DNA as template, respectively.

B2 FTHENXPCRYBER
Fig.2 Result of secondary nested PCR products
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Fig. 3 Amplified DNA sequence of Hsp70 gene
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Fig. 4 Result of RT-PCR for Hg-Hsp-70
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Fig. 5 Analysis of sequence of Hg-Hsp-70
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