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Abstract; Na® (K" )/H" antiporter are ubiquitous membrane proteins which catalyze the exchange of Na® (K" ) for H”
across membranes and play important roles in controlling cellular pH, Na * homeostasis cell turgor pressure and cell prolifera-
tion. In particular, the vacuolar Na* (K" )/H" antiporter has been investigated and proposed to play an important role in salt
tolerance. NHX gene control the expression of Na® (K" )/H" antiporter, overexpress NHX gene in plants can improve the ac-
tivity of Na® (K" )/H" antiporter. In the study of plant stress tolerance ,more and more researchers have paid attention to Na *
(K*)/H" antiporter. NHX gene which control expression of Na® (K" )/H" antiporter were found in many crops,and proved
its relationship with the resilience. In this study, the found and functions of Na® (K" )/H" antiporter, together with cloning
and classification of NHX gene and the relationship between drought tolerance were reviewed. In order to obtain the transgenic

soybean with drought resistance , understanding of function and action mechanism made a foundation for soybean NHX gene

transformation.
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