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Gliadin Genetic Diversity in Soybean Varieties in Heilongjiang Province
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Abstract; The SDS polyacrylamide gel eleetrophoresis ( SDS-PAGE ) was used to detect the gliadin genetic diversity of 25

soybean varieties in Heilongjiang province, and the results were as follows: 1) A total of 19 bands were detected in 25

cultivars, the polymorphic bands were 12, amount to 63.16%

among «, B, y and & zones,there were 3, 5, 5 and 6 bands,

respectively. The Neis genetic similarity coefficient of the tested cultivars ranged from 0.4737 to 0.9474, and the average GS

was 0.7105; the genetic distances of the tested cultivars ranged from 0.0541 to 0.7472, the average GD was 0.3654, these

results suggested that there was a rich genetic polymorphism of gliadin among the cultivars. 2) According to the cluster

analysis, the tested cultivars could be classified into 4 groups at the level GS 0.79, and principal component analysis verified

the results further. Thus, gliadin clusters markers could efficiently classify the soybean varieties, and laid the foundation for

soybean variety identification and the utilize of germplasm resources.
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Table | Experimental plant materials
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No. Variety No. Variety
01 L3 296 Beijiang 296 14 274 28 Suinong 28
02 JbsH 641 Beijiang 641 15 AE§%3 2 huajiang 3
03 M4k 44 Heinong 44 16 B 16 Kenfeng 16
04 M4 48 Heinong 48 17 %9 5 Fuxingj 9
05 47 50 Hefeng 50 18§24 B Fuxing 4
06 4 7F 55 Hefeng 55 19 #% 8 2 Kangxian 8
B AT 1 Kangxiantie-
07 R% 4% Kenjiandou 4 20
gan |
08 R4 18 Kennong 18 21 FYX 26 Fengshou 26
09 K4 22 Kennong 22 22 £ 3 Fengdou 3
10 Jt ¥ 14 Beidou 14 23 H 4L 120 Fanyou 120
11 = 16 Nenfeng 16 24 My 38 Heihe 38
12 ZZ4¢ 14 Suinong 14 25 &4 51 Dongnong 51
13 %04 27 Suinong 27
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Fig. 1 Gliadin patterns of 25 accessions of soybean

after SDS-PAGE ( The code is the same as Table 1. )
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Fig.2 Distribution of genetic similarities among 25

accessions of soybean estimated from total gliadin makers
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Fig.3 UPGMA dendrogram for soybean based on

Neis genetic similarity coefficients
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Fig.4 PCA analysis for soybean based on
Neis genetic similarity coefficients
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