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Genetic Diversity of Glycine soja in Eastern Coastal Area of Hebei Province
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(1. Plant Cell Engineering Lab, Hebei Normal University of Science and Technology, Changli 066600, Hebei; 2. Institute of Crop Sciences, Chinese
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Abstract: Three hundred and seventy accession of wild soybean, collected from the eastern area of Hebei Province and two
accession from Heilongjiang Province were used as materials in this study. Twenty-seven pairs SSR primers were used to ana-
lyze the genetic diversity of these materials. Two hundred and nine polymorphic bands were amplified by 27 pairs SSR prim-
ers. Genetic diversity index showed that distribution of Simpson index was 0.3998 ~ 0. 8358, and distribution of Shannon-
weaver index was 0. 7567 ~1.9879, which suggestted that wild soybean collected from the eastern area of Hebei Province had
abundant genetic diversity. Clustering analysis showed that, the materials collected near the coastline are clearly separated
from the materials collected inland region. The genetic distance was very close among the materials in one population and also

the materials of different populations because of their similar habitat. However, sometime there were genetics differentiations

in a same population.
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The black dots in the figure are collection site of accessions.
Bl ERAEHMRFERESHE

Fig.1 Collection sites of wild soybean

in the eastern area of Hebei Province
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N 1.4601, fif f5 satt005 simpson #5 %X Fll shannon-
weaver 15503 M K, 43 5k 0. 8358 Fi11.9879 ; fif
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Table 1 Genetic diversity index of 27 SSR loci
B GEBIRE) AL K R B Simpson $§ %1 Shannon $5 %% || £ (G BIHE) EAVR S Simpson 5§ %1 Shannon #f %%
Locus (LG) Alleles Simpson index Shannon index Locus (LG) Alleles Simpson index Shannon index
satt22 (N) 9 0.7873 1.7509 satt487(0) 5 0.7382 14408
satt194 (C1) 6 0.7375 1.4439 satt286 (C2) 7 0.3998 0.8334
satt26(4) 4 0.5193 0.7947 satt245 (M) 10 0.6489 1.4074
salt586 ( F) 9 0.7724 1.6936 satt288 (G) 7 0.7227 1.4564
satt442 (H) 8 0.7554 16542 satt]l 14 (F) 8 0.7392 1.6124
satt431(J) 9 0.7797 1.7183 satt005 (D1b) 10 0.8358 1.9879
satt300 (A1) 9 0.7695 1.6520 satt436 (Dla) 5 0.4691 0.7567
satt309 (G) 7 0.6986 1.4118 satt429 (A2) 8 0.7658 1.6596
satt239 (1) 9 0.7690 1.7101 satt556 ( B2) 9 0.7648 1.6231
satt157 (M) 11 0.7618 1.6779 satt251 (B1) 9 0.8070 1.8578
satt146 ( F) 4 0.6287 1.1263 salt031(D1) 7 0. 6649 1.1452
satt571 (1) 10 0.6982 1.4925 satt045 (E) 8 0.7354 1.5556
satt346 (M) 5 0.4339 0.9065 sat-099 (L) 6 0.7525 1.5334
satt590 (M) 10 0.6701 1.5193 SEH47{ Mean 7.74 0.6972 1.4601

B2 3|4 Satt22 S ## PR 31
Fig.2 Amplified bands using primer

satt 22 in somg accessions
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