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Isolation and Analysis of Soybean Kunitz Trypsin Inhibitor Gene from Glycine
tomentella
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Abstract : A single soybean Kunitz trypsin inhibitor gene, KTiPW54 , was isolated from immature cotyledons of perennial wild
soybean (G. tomentella) with high aphids resistance by RT-PCR. Sequencing analyses revealed a cDNA sequence of 654 bp
long and encoded 218 amino acids. The deduced amino acid sequence of KTiPW54 exhibited high similarities to those of soy-

bean Kunitz trypsin inhibitor. The coding region was fused to the intein of pWINI and over-expressed in E. coli BL.21(DE3)

induced by IPTG.
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Fig. 1 Results of RT-PCR of KTI gene of G. tomentella
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Fig.3 Comparsion of the amino acids residues of PTiPW54 from different organisms including
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