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Cultivation of cryllem Gene Transformed Soybean and Insect Resistant Assay
CHEN Xiu- hua,BAI Xi,PAN Xin,ZHAI Hong,CAI Hua,JI Wei,LI Yong,ZHU Yan- ming
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Abstract : Contyledonary nodes were used as explants, and insect resistant gene cryllem was transformed into soybean via
Agrobacterium- mediated method. Bar served as selection marker, and glufasinate was used in explants transformation to
screen resistant shoots. Lots of resistant plants were obtained. With PCR detection of T, \T, \'T, generation,insect resistant
gene cryllem was proved to be transformed into soybean preliminarily. Furthermore ,immature pods of PCR positive plants in
T, generation and newly hatched larvaes were introduced ,and initial insect resistant assay was made by disk method. Result

suggested that one transgenic plant had an obvious resistant effect,and another seven plants proved to have some effect.

Key words : Soybean ;cryllem gene;Contyledonary nodes ; Transformed resistant plants ;Insect resistant assay

K 5[ Glycine max (L. ) Merrill ] K BA & Ji A1 &
R, oy SR E A2 AR AR
JEAP Rz T Tk A= 77, 3 1998 4F
Hinchee 25 F1 McCabe 2512 43 5] FH 4% FT B 12 e
LY 7 R AR S5 o R TR IR A K i
AR T A5 31 5L PR ik LA | R St A% 5% At
REEHRRZWINHGE . B AT TR 2 8fe 5
Ak 77 1 3 B MU AT A kDY A AR
BT AR S AR A R A R A
FFRED A AT A S ik T
HA Gy Tk FE A 3 B TE R B
BT

R G A0 PR TR A8 3 A ™ 8, AR LR
ik 10% ~20% 23R K G A 7= 1k 1 i o 1 2
RIRE , BEAE KL 35 B R A B B H ¥ s, MK

%5 B #A:2009-10-10

LN TAREBACRE 0 HUHE [N AR 2 o ) 58 AT
Friyigte. HAT7EAR 9 P 3 D TR A 0 A e
UL N 2 Bk A AR RS N, Hoh Be AR H
H R RFE CREE Iz A A ¥ D
IR BETERR T A KB B R I AR
SR 3l 5 Pmsg 98 45 1 5 PUOK E RO RN
cryllem (Y FIREAR , BUBR FERIFE bar i 16
PRic s il AT R AT 7 R A R P R [
AR RAHE S DUABL R 5 38 0 R B SR R A
I, A2 DT HROCR B AR R . LA RS B I8 K B
B0 HUE R G T, 48 R ORI S Y,
B R A HOR SR O SRR B0 5 35 DR R R0 i 3R
(Fof) BEE LA, S RS2 HT HUBT b A B0 08 7 S A1 o
g/ 38

BB : B S HORDTS & R 5 75 H (2008 AA10Z153 ) 5 e 3 BB A= Wy 37 i Bl 15 8 T % 0 98 ) 26 H (2008ZX08004-003 ) 5 A< AL A

bR T BB B U H (190214)

F—EERN FRFEE(1983-) L At W90 m A 3 R TR S 4 FAE % . E- mail : cxh150600@ 126. com,
BWAESE RIEW , #4Z, i+ 4= F0fi . E-mail: ymzhu2001 @ yahoo. com. cn,



960 K = B 2 6 1
1 #REF® 1.2 RWBHE

‘ 1.2.1 Xa@t#i BEAKE 16 h i RKEH
1.1 ket

RIS HEEAR 14 K G il d 2B e T4 4R
Wk B Bede it . R M 11 s e ie i
SRR

AR A & SR SR 31 (PMsg) ATl
(eryllem) JEP PR H5 (bar) & A LBA4404 A&
FRAmbR (B 1) o REEGIRAN My 2009 429 A
MIMNEDIA IR

C""s,‘x zs NPT II
Kpn I LB
bar q
ori

CaMV35S 12300bp RB

promoter

PMsg
Tnos
D ployA omega
EcoR I "l Cryllem

: \ ‘Xba I
Xba 1 BamH I

-Hind ITT

Sat'l: I

[T NIER Y2 S U N e

Structure of the vector used for soybean transformation
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Fig.2 Transformation and regeneration of soybean
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Fig.3 PCR detection of Glufasinate resistant plants
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Fig.5 Determination of effective glufasinate concentration
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Fig.7 PCR detection of glufasinate resistant T, plants
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