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Cloning and Prokaryotic Expression Vector Construction of Gly m Bd 30K Gene

from Soybean ( Glycine max )
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Abstract ;: The RT- PCR was applied to clone the full- length allergen genes from soybean and the sequences were analyzed.
The specific primers were designed. The ORF of Gly m Bd 30K of soybean was subcloned into the expression vector pET
28a. Results showed that the open reading frame( ORF) of cloned ¢cDNA contained 1 140 bp and encoded 379 amino acids,
and the estimated molecular mass of the encoded protein was 42 758 with pl 5. 08. Sequence analysis showed that this clone
shared high identities with Gly m Bd 30K from soybean. The deduced protein was therefore regarded as the major allergen of
Gly m Bd 30K of soybean( GenBank database entry No. EU883600 ). Cloning and prokaryotic Expression Vector Construc-

tion of Gly m Bd 30K gene from soybean,which will be used as base for the expression and identification of allergen pro-

tein.
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Fig.4 Alignment among allergen sequences of soybean ( DQ324851 (AB013289) P34 (J05560 .
AY348863) ,Pachyrhizus erosus papain — like (DQ152924)
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