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QUANTITATIVE DETECTION OF TRANSGENIC COMPONENTS IN PROCESSED SOYBEAN PROD-
UCTS

WU Ming-sheng, TIAN Lei, KANG Jun-mei,JIA Xi-hai, L U Bao-chun
( Beijing Seed Administration Station , Beijing 100088 )

Abstract According to the DNA sequences of endogenous Lecin gene and exogenous CaMV35S gene,
primers and probes was designed. Using the primers and probes, transgenic components of six unknown
samples were qualitatively detected followed by quantitatively detected. The results showed only two sam-
ples of them were positive and the content of transgenic components was 1. 4% and 0.4% ,respectively.
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Table 1  Oligonucleotide sequences of primers and probe used to detect control
and transgenic DNA sequences in soybean products by PCR
FFe H A5 A I FIREL 1 PR BUCE (bp)
NO. Target gene Oligonucleotide sequences of primers and probe Length
Forward 5= gececetetactecacececatee — 37
1 Lectin Reverse 57— geccatetgeaageetttttgtg — 37 118
Probe FAM - agcttegeegettectteaacttcac — TAMRA
Forward 57— getectacaaatgecatcattge — 37
2 CaMV35S Reverse 5’ gatag tggga ttgtg cgtea tece — 37 195
Probe FAM - tgaagatgcctetgecgacagtggte — TAMRA
CaMV35S§ Lectin

1 2 3 4 5 6 7 8 9 10 11 12

13 14 15 16 17 18

19 20 M

= 200bp
= 100bp

1,11:5% check sample;2,12:0.5% check sample;3,13:0% check sample;4,14:51;5,15:52;6,16:S3;
7,17:54;8,18:55;9,19.:56;10,20; Blank ; M : 100bp ladder
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Qualitative detection of transgenic components in processed soybean products
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Fig.2  Quantitative PCR plot of transgenic check material of soybean
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Fig.3 Standard curve for quantitative

detection of CaMV35S
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Table 2 Result of quantitative detection of transgenic component of unknown samples
R A PR A i R CtfE (Ct value) Ct ACt BEBEM
Sample name Target gene 1 2 3 Mean of Ct DetalCt GMO/ %
© lectin 22.75 22.89 22.96 22.87 338 4
CaMV35S 26.30 26.15 26.29 26.25
lectin 22.98 22.56 22.68 22.74
53 CaMV35S 27.96 28.09 28.17 28.07 533 0.4
o1 lectin 21.98 22.06 21. 84 21.96 o o
CaMV35S >40 >40 >40 >40
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