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IDENTIFICATION OF SSR MARKERS LINKED TO THE FERTILITY RESTORER GENE FOR THE
CMS IN SOYBEAN

ZHAO Li-mei, WANG Yu-min, SUN Huan, ZHAO Hong-kun, CHENG Yan-xi, PENG Bao, WANG Shu-ming,
ZHANG Wei-long, DONG Ying-shan

(Soybean Research Center, Jilin Academy of Agricultural Sciences ,Changchun 130033)

Abstract The development of cytoplasmic male sterile ( CMS) line has facilitated the utilization of soy-
bean heterosis. It was confirmed that the fertility restoration of the RN type soybean CMS line was con-
trolled by a single dominant nuclear gene. Two SSR makers,Satt414 and Satt596 ,which were genetically
linked to the nuclear restorer gene ,were selected by screening of SSR markers with F, segregation popula-
tion from the cross between sterile line YA and restorer line 167. The genetic distance between the mark-
ers and the restorer gene were 16.4 and 14. 6 ¢cM,respectively. A segregating population developed from a
cross between more diversified parents was used for screening the closer SSR markers. SSR marker
Satt547 with genetic distance of 7. 56 ¢M to the restorer gene was identified. The nuclear restorer gene
was located in J linkage group according to Cregan’s soybean genetic map.
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