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Abstract Somatic embryos of 6 different soybean were transformed by Agrobacterium tumefa-
ciens. The resistant plants to kanamycin were obtained. 5 positive plants were obtained among
them by PCR. These positive plantlets were further analyzed by dot blotting and PCR-Southern
blotting. The results demonstrated that the target gene had been transformed into the soybean
genome,
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Fig. 1  The effect of kanmycin concentration on
brown frequency of embryo with different
genotypes

F 1 RABE R XA [F) e P2 A 40 g R Bk B A2 R/ (mm) (1
A
Table 1 The effect of kanmycin on diameter of

embryo with different genotypes

S KR E W (mg/1.)  Kanmycin concentration
Genotype 0 12.5 25 50 100 200 400
Hoge 40
X 8.0 5.0 4.0 3.0 3.0 2.5 2.0
Heinong 40
S 113
AR L1 8.0 4.5 4.0 3.5 3.0 2.5 2.0
Dongnong 1.13
B 35 _
X . 7.5 5.5 5.0 5.0 4.6 4.2 3.8
Heinong 35
A 40
KRR 8.0 7.8 7.0 6.0 5.3 4.8 4.0
Dongnong 40
AF 25
¥ 6.5 5.8 52 50 46 4.0 3.1
Hefeng 25
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Table 2 Frequency of transformation and reproduce for

resistant plant

Fk [A A EREXIR S [SFT 4 A R BRI (24)
Genotype Fastness plant  Masculine plant Masculine
frequency
4% L13
R 103 2 1.94
Dongnongl.13
B 40
. ” 90 1 1.11
Heinong 40
Progress 65 1 1.54
&F 25
i 60 1 1.67
Hefeng25
AR 40
KRS 45 0 0
Dongnong 40
A 35
. ” 37 0 0
Heinong 35

T« B 28 (00 = BHPE AR AR B+ Bt AR AR 250< 100 %
Note: Masculine frequency( %) = No. of masculine plant=No. of
resistant plant X 100%
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Fig. 2 PCR identification of resistant plant
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Fig. 3 PCR-Southern identification of transgenic plant
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Fig. 4 Dot bloting cross of transgenic plant
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