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5 . :94°C
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1.5. 1 SMV 1.6
G7(GenBank AF241739) HZ PCR
( GenBank A J312439) DN A Star
. BioEdit
P1:5~ ATGCTCAGACAAGTGAGCT 3
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PCR cPp
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’ 1000bp 5 Top Crop ,
1.5.2 RNA 1138 =2
RNA RNA, , o
1138 -2 59
1.5.3 cDNA 5 g
( ) TaKaRa RNA PCR Kit (AMYV)
1 5 SMV 8
Table 1 Reaction of 5 SMV isolates to 8 differential hosts
1138 -2 30 18 1 1
Nannong1138-2  Youbian30 Davis Buffalo Zaoshul8 Kwanggyo Qihuang1 Kefeng 1
cz s R R R R R R R
ZHZH S S S s S R R R
77 s S S s S S R R
cD s S S s S S R R
WF s S S s S S S s
:R- ;8-
Note: R - Resistant; S — susceptible
2000bp
1000bp
750bp
500bp
250bp
100bp
1 Cp RT - PCR
Fig 1 RT- PCR products in agrose gel of CP
1. CK; 2: CZ;3:7Z; 4 WF; 5, CD; 6; ZHZH; M; DNA marker
.8 . 8 :7ZZ  CD 8
cz 1138-2, WF .
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Fig 2 Comparison of the amino acid sequences of CP of 5SM V isolates
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Table 2 Comparison of percentage identical nucleotides N , C
(above * **) and amino acids ( below ™" *) ] N ’
of CP of 5SMV isolates
18.22.27.29 , C
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CZ 98.9 98.9 *oRX 91.7 95.3 . c7 WF 8
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77 99.2 99.2 98.9 98.5 *oR X 5 i 98. 1 Vo ,




5 221

ZHZH CD.ZZ Kwanggyo SMV ,
, CP
. 99. 2 %. ; .
, CP
, SMV

1 Chao E K, Goodman RM . Strains of soybean mosaic virus classt
fication based on virulence in resistant soybean cultivars, Phyto
pathology. 1979, 69 (5): 467 - 470
2 s s . [J]-
, 1982, 9(1):15-19
3 s s s (SMV)
[n. , 1986, 13(4):221- 226
) ’ 4 , , : (SMV)
o ’ ). , 1985, 15(4). 225 - 228
s 5 s s . SMV
[J. . 1998, 28(3): 237 - 242.
6 s s . [J.
- 1990, (5): 16 - 19
7 s s s
[J-. . 1997, (6): 24 - 27.
o 8 s s .
(1. » 2003, 22(2) 102 - 107.
Y (Potyviridae) 9 Jayaram C H, Hill ] H, Allen M W. Nucleotide sequence of the

CPp
’ ( ) mosaic virus[ J] . Journal of Genemal virology. 1991, 72. 1001 -
85 %9 3 85 %9 1003,

° 10 Eggenberger A L, Stark D M, Beachy R N. The nucleotide se

coat protein genes of two aphid transmissible strains of soybean

quence of soybean mosaic virus coat protein colding region and its
expresson in E. Coli Agrobacterium tumefaciens and tobacco
callus[ J] . Journal of General Virology, 1989, 70. 1853 — 186Q

11 s

’ [ 7. , 1993, 9(3).198 -203

SMV [J- . 1992, 34 (7). 523 -

13 s s . Sc

(. , 1998, 21 (3): 67 -71.
, 5 SMV CP 14 . 7

SMV [J]- , 2003, 3(2): 90 - 93.
, 30 SMV cp 15 AtreyaP L. AtueyaC D, Pirone T P. Amino acid aubstitutions in
90. 1 % ~100. 0%’ the coat protein result in loss of insect transmissibility of an plant
94. 7% ~ 100. 0%, virug J]. Proc. Natl. Acad. Sci. USA, 1991, 88: 7887 - 7891



222

IDENTIFICATION AND SEQUENCE ANALYSIS OF COAT PROTEIN
GENE OF FIVE SOYBEAN MOSAIC VIRUS ISOLATES

Guo Dongquan Zhi Haijan Wang Yanwei Li Haichao Yang Hua Li Kai
Bai Li Gai Junyi

(Soybean Research Institute of Nanjing Agricultural University, National Center for Soybean
Improvement Key Laboratory of Gop Genetics and Germplasm Enhancement, Nanjing 210095)

Abstract 5 SMYV isolates were obtained by using biological purification and serology (DAS ELISA). The

coat protein gene regions were am plified by reverse transcription poly merase chain reaction (RF PCT). Se

quences analysis showed that CP gene of the each SMV isolates had 795 nucleotides in length, encoding

265 amino acids. Comparison of the sequences of CP genes between different isolates showed they shared

91. 1% ~97. 1% nucleotide acids identities and 98. 1% ~99. 2 % amino acidsidentities with each other. The

results also revealed that there was significant correlation between CP genes of SMV and symptom reaction

of SMV on differential Hosts.

Key words Soybean mosaic virus; Coat protein gene; Sequence analysis
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