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» 2004 )
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Table 1 Germplasms from different regions of Hubei province

Number Code Landrace Origin Number Code Landrace Origin
1 12048 33 12115
2 12050 1 34 12095
3 12052 35 12094
4 12054 36 12221 1
5 12056 37 12143
6 12029 1 38 12141
7 12019 1 39 12121
8 12036 1 40 12225
9 5538 41 12142
10 12067 42 12184
11 12097 43 12271 2
12 12098 44 12226
13 12073 1 45 12263 1
14 12102 46 20482
15 12082 47 20453
16 12071 48 20491
17 12065 49 20521
18 1208 50 11653 1
19 5526 51 11661 2
20 12072 52 11658
21 12066 53 12062 3
22 5514 54 5531
23 12146 1 55 5548
24 12155 56 5534
25 12163 2 57 5550
26 12175 58 5551
27 12182 59 5561
28 12183 60 5525
29 12124 61 5656
30 12123 62 5900
31 12133 1 63 5855
32 12090 64 5680
1.2.2 PCR 6% B I=(ny+no) I(nytntnytnoo)
. DYY-12 1X TBE D=(1-1)/1.n.
2h ’ o s Ny
1.2.3 SSR , s N xy s 100
Marker DNA 200 ~ . SPSS
1200bp . “17, . (UPGMA) .

“07. (1) Simple matching Simpson H=1- i’ Shan
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S AFS TASWILTNTFWIBE DI IUNTIITIZPDLIIDINFUITBPLL L LHL 65568

H = 2pi In pi Y, pi . 5 (Satt236, Satt409, Satt281, Satt184
i . Satt453) . 27

, DNA 3~
20,  Satt578.Sat 099  Sat 038 3

Satt534 20 ;27 DNA

171, 5 166

SSR 64 , 97. 07%. SSR  Simpson

27 0.2406 ~0.9037,

oy

1~64 ( ); M Marker

F

FHPODACTEU

1~ 64: The number of soybean landrace s( the same name and code as table 1); M. Marker

1 Satt300 64 SSR
Fig 1 SSR profiles of 64 soybean landraces amplified by primer Satt300

2 27 SSR Simpson Shannon w eaver

Table 2 Numbers of polymorphic band amplified from 27 SSR primers and

Simpson index and Shannon w eaver index

Simpson Shannon
Primer Linkage group Total bands Polym orphic bands Simpson index Shannon index
Satt300 Al 8 8 0.7030 2.0628
Satt390 A2 4 4 0. 6957 1.2788
Satt429 A2 6 6 0. 7794 1. 6483
Satt197 B1 6 6 0.7592 1.5722
Sattl26 B2 5 5 0. 6320 1. 1546
Satt534 B2 20 16 0. 8637 2.2834
Satt578 Cl1 3 3 0. 2406 0. 4800
Sat_130 Cc2 6 6 0.7139 1. 4113
Sattl84 Dlat Q 4 4 0.7168 1. 3115
Sattl41 Dlat Q 6 5 0.6934 1. 3734
Satt542 Dib+ W 5 5 0. 7598 1. 4885
Satt271 Dib+ W 11 11 0. 8593 2. 1058
Sattl86 D2 6 6 0. 6692 1.4118
Sattl14 F 16 16 0. 9037 2.4684
Satt434 H 4 4 0. 6302 1. 1456
Satt354 I 9 9 0. 8371 1. 9533
Satt431 J 5 5 0.7763 1. 5541
Satt242 K 6 6 0. 7420 1. 5090
Satt588 K 5 5 0. 7242 1. 4232
Satt462 L 4 4 0. 7380 1. 3611
Sat_099 L 3 3 0.6012 0.9888
Satt373 L 6 6 0. 8099 1. 7266
Sat1245 M 5 5 0.5171 0.9903
Satt308 M 5 5 0. 7094 1. 4069
Satt521 N 6 6 0.5915 1.0813
Sat1022 N 4 4 0. 7495 1. 3852
Sat_038 0 3 3 0.3764 0. 6766
Total 171 166

Average

6.33 615 ) 0. 6960

1. 4538
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0. 6960; Shannon weaver 0. 4800 1),
~2. 4684, 1.4538( 1),
3
Table 3 Com parison of Simpson index of Jianghan group with other group
Jianghan group Other group Total sample
Primer Linkage group  Sim pson Sim pson Simpson
Satt300 Al 0. 7850 5 0. 8302 8 0.7030 8
Satt390 A2 0. 6485 4 0. 6895 4 0. 6957 4
Satt429 A2 0.6391 3 0.7671 6 0. 7794 6
Satt197 B1 0. 4023 3 0. 7503 6 0.7592 6
Sattl26 B2 0.7059 4 0. 6066 5 0.6320
Satt534 B2 0.8313 11 0. 8678 14 0. 8637 16
Satt578 C1 0. 1800 2 0. 2505 3 0. 2406 3
Sat_130 Cc2 0.6272 4 0.7119 6 0.7139 6
Sattl184 Dla+ Q 0. 6844 4 0.7192 4 0.7168 4
Sattl41 Dlat+ Q 0.7146 5 0. 7559 5 0. 6934 5
Satt542 Dib+ W 0. 6735 5 0.6752 5 0. 7598 5
Satt271 D1b+ W 0.8713 9 0. 8520 11 0. 8593 11
Satt186 D2 0. 5207 3 0.6772 6 0. 6692 6
Sattl14 F 0. 8704 11 0. 8969 16 0.9037 16
Satt434 H 0. 6944 4 0.5928 4 0.6302 4
Satt354 I 0. 7826 6 0. 8392 9 0. 8371 9
Satt431 J 0.7467 5 0. 7658 5 0.7763 5
Satt242 K 0.7166 5 0.7317 6 0. 7420 6
Satt588 K 0. 5444 3 0.7412 5 0.7242 5
Satt462 L 0.7337 4 0.7389 4 0. 7380 4
Sat_099 L 0. 6391 3 0. 5794 3 0.6012 3
Satt373 L 0.7692 5 0. 7788 6 0. 8099 6
Satt245 M 0. 1653 2 0.5636 5 0.5171 5
Satt308 M 0. 6982 4 0.9188 5 0. 7094 5
Satt521 N 0.5928 4 0. 5904 6 0.5915 6
Satt022 N 0. 6850 4 0. 7380 4 0. 7495 4
Sat_038 0 0. 0000 1 0.4174 3 0.3764 3
M ean 0. 6268 4.56 0. 7054 6.07 0. 6960 6.15
2.2 N N .
2.2.1 UPGMA SSR 64 N ); I
, 2, D =0.3947 64 ,
I 10 ., I 10 ) , ,
, I 44 . , ;o I N
) SSR . D =0. 3387 I
| 3 , [I-1 13 ,
, 1 9 s -2 3 ;
( . . . ; [11-3
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Fig. 2 Dendrogram of 64 soybean landraces

from Hubei on SSR data
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Nei l319
3
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GENETIC DIVERSITY OF SOYBEAN GERMPL ASM FROM HUBEI PROVINCE IN CHINA BY SSE
Zhou Rong Zhang Xiaojuan Wang Xianzhi Sha Aihua Zhou Xinan Tu Ganying

(Oil Crops Research Institute of Chinese Academy of Agricultural Sciences , Ministry
Key Laboratory of Qil Crops Genetic Improvement , Wuhan 430062)

Abstract There were more than one thousand local soybean [ Glycine max (L.) Merr.] germplasms in
Hubei province. However, their diversity was not well characterized. The objective of this study was to
quantify genetic diversity of sixty four soybean landraces from Hubei by SSR and cluster analysis with the
UPGM A method. 166 polymorphic bands were amplified by twenty seven pairs SSR primers. Genetic di
versity index showed that distribution of Simpson index was 0.2406 ~0. 9037 and mean 0. 6960, and distrt
bution of Shannon weaver index was 0.4800 ~2.4684 and mean 1. 4538. By using the dendrogram analy
sis, 64 landraces were separated into three major groups at the DNA level: Jianghan alluvial plain group,
northwest Hubei group and mixed group of the east; south and west of Hubei province. The diversity level
of soybean landrace from Jianghan alluvial plain was higher than that of other landraces.

Key words, . Sovbean; Germplasm: SSR; Genetic diversity,



