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Fig.1 Amplified curves of lectin gene. Under the level: 4)
Blank control. Above the level: 2) Masculine control, 6)
GMO soya powder, 8) Soya separate protein, 10) Tissue pro-
tein of soya,14)Soya catsup,16)Soya isoflavones
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Fig.2 Amplified curves of 35S/CTP. Under the level: 4)
Blank control. Above the level: 2) Masculine control, 6)
GMO soya powder, 8) Soya separate protein, 10) Tissue pro-
tein of soya,14)Soya catsup,16) Soya isoflavones
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Fig. 3 Amplified curves of tRNAleu gene, Under the level:
4)Blank control, Above the level: 2) Masculine control, 6)

Soya isoflavones
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Fig.4 Amplified curves of NOS, Under the level; 3) Blank
control,5) Soya isoflavones. Above the level; 1) Masculine
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DNA EXTRACTION AND THE GMO DETECTION IN SOYBEAN
FINISH MACHINING PRODUCTS

Luan Fengxia Zhang Hongxiang Bai Yue

(Heilongjiang Entry—Exit Inspection and Quarantine Bureau, Detecti on for Genetically
Modi fied Room, 150001, Harbin)

Abstract It is difficulty to extract high purify and output DNA of soybean. It was-discussed to compare
with kit, optimized kit and the traditional CTAB method in this paper. Results showed that the High Pure
GMO Sample Preparation Kit was optimized, and the endogenesis and extragenesis in the soya finish ma-
chining products by weae datected Realtime—PCR,
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