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Table 1 Identification of salt tolerance among 59 accessions selected from National Gene Bank
PCR PCR identify
Code United No. A ccession name  Origin Record in ball- tokrance
Gene Bank in field T marker S marker

1 ZDD11402 5 T +

2 7D D0799%4 5 T +

3 ZDD11019 5 S +
4 ZDD15085 5 S +
5 ZDD08164 5 T +

6 7ZDD03563 5 S

7 ZDD00159 5 T +

8 ZDD07273 5 T +

9 ZDD03801 5 T +

10 ZDD0149%4 5 T +

11 ZDD07901 5 T +

12 ZDD08079 5 T +

13 ZDD02641 68—9 5 T +

14 7ZDD02652 5 S +
15 ZDD02630 3 5 T +

16 7D D02603 2 5 T +

17 ZDD02627 4 5 T +

18 ZDD01972 5 T +

19 ZDD03701 5 S +
20 ZDD11475 5 S +
21 ZDD05173 1 T +
22 ZDD11386 1 T +
23 ZDD05166 1 T +
24 ZDD08512 1 T +
25 ZDD03209 1 T +
26 ZDD03279 1 T +
27 ZDD00072 4 1 S +
28 ZDD00012 11 1 S +
29 ZDD00138 1 T +
30 ZD D00085 1 S +
31 ZDD00127 1 T
32 ZDD05684 1 T +
33 ZDD11951 1 T +
34 ZD D07405 1 S +
35 ZDD00685 1 S +
36 ZDD07482 1 T +
37 ZDD00707 1 S +
38 ZDD07521 1 S +
39 ZDD00712 1 S +
40 ZDD07616 1 S +
41 ZDD00532 1 T +
42 ZD D00604 1 T +
43 ZDD04291 1 T +
44 ZDD01390 1 T +
45 ZDD01091 1 T +
46 ZDD01291 1 T +
47 ZDD07891 1 T +
48 ZDD07832 1 T +
49 ZDD07978 1 T +
50 ZDD07864 1 T +
51 ZDD07926 1 T +
52 ZDD07948 1 T +
53 ZDD10075 1 T +
54 ZDD10059 1 T +
55 ZDD09900 1 T +
56 ZDD09961 1 T +
57 ZDD10069 1 T +
58 ZDD09224 1 T +
59 ZDD10637 1 T +

. T/S (T— 5 S— ); +

T/S Show the salt tolerance of accessions in field (T— Tolerant; S— Susceptibk); + Detected marker

b

b
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Table 2 Major agronomic traits of 42 salt tolerant accessions

Code  United No. Accession Growth Seed Seed Sten'l P()(.l Glf)wth IOQ_ seeds 'Plant Protein  Lipid
name type  color shape habit hahit Period(d) weight(g) height (em) (%) %

1 ZDD11402 129 9.6 165.2 43.5 17.5
2 ZDD07994 109 11. 4 104. 2 46.6 19.1
3 ZDD08164 106 20.0 91.2 42.8 19.1
4 ZDD00159 133 14. 8 129.0 44.3 16.2
5 ZDD07273 110 20.2 84.6 44.0 19.0
6 ZDD03801 134 10. 4 117.7 44.6 16.7
7 ZDD0149%4 101 16.3 105.0 40.6 19.2
8 ZDD07901 120 15.5 81.0 40.8 17.6
9 ZDD08079 122 10. 0 101.2 41.9 17.2
10 ZDD02641 68—9 118 19.5 105. 6 42.0 20. 4
11 ZDD02630 3 93 11. 8 80. 6 43.7 18.2
12 ZDD02603 125 18.9 68. 6 42. 4 19.1
13 ZDD02627 98 17. 8 110.0 41. 3 20. 4
14 ZDD01972 122 25.1 84.0 43.8 18.8
15 ZDD05137 129 20.0 96.2 41.9 20. 0
16 ZDD11386 119 16. 8 95. 4 387 22.1
17 ZDD05166 129 11. 4 182.0 42.3 19.9
18 ZDD08512 98 17.8 110.0 41. 3 20. 4
19 7D D03209 126 17.4 110. 4 43.2 20. 0
20 ZDD03279 97 12.3 65.0 42.3 19.6
21 ZDD00138 125 18. 1 75.0 40.6 21.5
22 ZDD00127 135 20. 0 100. 0 42.3 20. 4
23 7ZDD07482 128 21.5 85.0 42.0 19.1
24 ZDD00532 128 20.2 89. 6 46.2 17. 4
25 ZDD00604 139 10.0 67.6 45.5 16.0
26 ZDD04291 128 20.5 69.0 44.5 17. 1
27 ZDbD01390 100 13.2 75.5 45.5 18.8
28 ZbD01091 114 6.4 91.8 41.8 21.7
29 ZDD01291 101 11.3 65.0 41.7 19. 1
30 ZDD07891 131 12.1 116.5 45.0 16. 3
31 ZDD07832 125 17.0 55.8 37.8 20.7
32 ZDD07978 120 11.4 96. 8 44.2 16.7
33 ZDD07864 103 8.3 166. 0 45. 1 16.3
34 ZDbD07926 129 12.0 104.9 46.9 16. 6
35 7ZDD07948 130 10.0 110.7 43.0 17.0
36 ZDbD10075 112 14. 6 100. 0 41.1 19.3
37 ZDD10059 100 12.0 89.0 46.5 15.8
38 ZD D09900 135 16. 6 97.17 45.8 17.3
39 ZDD09961 119 26.5 90. 3 44.9 17. 4
40 ZDD10069 108 19.3 32.2 49.7 17.6
41 7D D09224 87 17.0 60. 0 46. 6 19.9
42 ZDD10637 104 12.6 48.0 39.7 20. 8
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MARKERS—ASSISTED IDENTIFICATION OF THE SALT TOLERANT
ACCESSIONS IN SOYBEAN

Guo Bei'  Qiu Lijuan2 Shao Guihua® Xu Zhanyou2

(1. Beijing Agricultural College, Beijing 102206; 2. Institute of Crop Germplasm Resources,
CAAS, Beijing 100081; 3. Institute of Crop Breeding and Cultivation, CAAS, Beijing 100081)

Abstract The identification of soybean tolerant accessions play a important role in soybean breeding. The
molecular markers of salt tolerant gene loci were used to identify 59 salt tolerant and susceptible accessions of
soybean selected from the National Gene Bank. The 42 tolerant accessions with the same result between the re—
identification in the field and the identification with marker were selected out through comparing among the
records for salt tolerance in Gene Bank, the re—identification in the field and the identification with marker
and the genetic diversity of these accessions were analyzed. It has provided the valuable information for selecting
salt tolerant parent in improving cultivars and generating novel lines in soybean breeding. M eanw hile, it made
useful exploration on the application of molecular markers to accessions identification and breeding.

Key words Soybean; Salt tolerance; Molecular markers; Accessions



