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A REVIEW OF DEVELOPMENT AND APPLICATION OF
SIMPLE SEQUEEN CE REPEAT (SSE) IN SOYBEAN

Song Qijian
(Soybean Research Institute, Nanjing Agricultural University, Nanjing, 210095, China)
Abstract

Simple sequence repeat( SSR) marker is highly polymorphic in soybean than other
molecular markers such as RFLP, RAPD due to its high mutation rate and abundance
with an even and random distribution in soybean genome. It is codominant and follows
Mendelian inheritance. All these allow the widely application of the marker to genome
mapping, marker assisted selection and DN A fingerprinting ete, in soybean. A protocal

to develope SSR marker in soybean as well as examples of the application of SSR marker

in soybean is review ed.
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