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Abstract: As a global disease, soybean mosaic virus (SMV) seriously restricts the high and stable yield and quality of
soybean. It is an effective way to control the harm of SMV by exploring and utilizing the excellent germplasm ( genes)
resources of SMV resistance and improving the selection efficiency of resistant varieties. However, at present, the
characteristics, strain classification, resistance identification, genetic characteristics and resistance gene discovery of SMV are
widely reported in research reports in China and abroad, and there is a lack of systematic discussion, analysis and combing on
the related research status, hot issues and progress. In view of the above problems, combined with the latest research progress
of soybean SMV at home and abroad, this paper reviewed and analyzed the research status, the latest research progress and
trends, and the existing problems from the aspects of the characteristics of soybean mosaic virus, strain division and harm, the
location of resistance genes, germplasm ( gene) resource identification, and molecular marker-assisted breeding. In addition,
this paper expounded on the hot issues such as the construction of germplasm resource genotype information data platform
supporting soybean molecular marker-assisted breeding, in order to provide information support and reference for promoting the
process of soybean molecular breeding and the construction of its innovation system.
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Table 1 The molecular markers and location of soybean mosaic virus resistance genes
HEH HitEA R BB bric2e#! S FARiE i E3LEN) 225 3CHk
Gene Resistant parent Population type Linkage Marker type Molecular marker  Genetic distance/cM  Reference
Rsvl P196983 F, F SSR SM176 0.5 [19]
Rsvd LR2 K, D1b SSR Satt542 4.7 [34]
129 F, B2 RFLP A519 0.9 [23]
Rsv3
Tousan 140 F, B2 AFLP M3a 0.8 [23]
Re BE1%5 K, RAPD OPW_05,4 9.7 [35]
Rnl BE1% RIL N8 -D1b+W RFLP A691T 15.04 [36]
RN1 Rk 93-046 Fs F SSR Sattl 14 5.2 [37]
RN3 A 93-046 Fs F SSR Sattl 14 4.9 [37]
Rn3 Bl 1 %5 Kefeng 1 RIL N8 -D1b +W RFLP A691T 16. 14 [36]
Rsa Bl 1 5 Kefeng 1 RIL N8 - D1b + W RFLP Rnl 23.5 [36]
Rsc7 B3 1 5 Kefeng 1 RIL G8 -D1b+W SSR Satt634 18.1 [27]
Rsc8 Bl 1 5 Kefeng 1 K, D1b SSR BARSOYSSR_02_02580 0.8 [25]
Bl 1 5 Kefeng 1 RIL D1b SSR BARSOYSSR_02_0610 0.32 [29]
B3 1 5 Kefeng 1 RIL N8 -D1b + W SSR Rn3 48.9 [36]
Rsc9 Bl 1 5 Kefeng 1 RIL N8 -D1b +W SSR Rsa 35.3 [36]
95-5383 RIL N8 - D1b + W SSR OPN11gg0,1070 2.1 [14]
Rsvm3 rhik 95-5117 RIL F SSR Sattl14 2.3 [21]
91R3 -301 K, D1b SSR Satt296 6.5 [15]
Rscll FE 1Y F, F SSR Sat_234 4.6 [20]
Rscl2 F5HE 22 F, F SSR Satt334 2.4 [31]
Rscl3 BE15 RIL N8 -D1b + W SSR Rn3 14.7 [29]
Rscl4 PI96983 F, F SSR Set_033 3.2 [38]
Rscl4Q 15 F, F SSR Satt334 1.4 [38]
15 RIL F Indel MY750 0.5 [39]
Rscl5 RN -9 RIL c2 SSR Sat_286 6.6 [40]




366 K &R E 34
&Rl
L PtksEA REAAETY HEPE bric sy SrFARiE WIS 27 3CHik
Gene Resistant parent Population type Linkage Marker type Molecular marker ~Genetic distance/cM  Reference
BARCSOYSSR_02_0667/
Rscl8 RN -9 x7605 RIL F SSR 1.6 ~2.2 [1]
BARCSOYSSR_02_0670
Rsc20  S¥# 15 x4 11382 RIL F SSR BARCSOYSSR_13_1099 3.9 [32]
. BARCSOYSSR_13_1114/
Rsc-pm  PI96983 x m4% 1138-2 K, F SSR 0.8~1.2 [33]
BARCSOYSSR_13_1136
BARCSOYSSR_13_1140/
Rsc-ps P196983 x B4 1138-2 F, F SSR 1.2 [33]

BARCSOYSSR_13_1185
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