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Breeding and Cultivation Technology of A New High Protein Soybean Variety
Heinong 511

ZHANG Rui-ping', GAO Ming-jie', ZHANG Bi-xian', WANG Jia-jun', HAN Xin-chun’, LIU Xiu-lin',
WANG Xue-yang', LI Jin-rong'

(1. Soybean Research Institute, Heilongjiang Academy of Agricultural Sciences, Harbin 150086, China; 2. Agriculture Bureau of Aihui District in Heihe,
Heihe 164300, China)

Abstract: Heinong 511 was bred by the Soybean Research Institute, Heilongjiang Academy of Agricultural Sciences using
Heinong 48 and Heinong 65 as female and male parents respectively by sexual hybridization and pedigree methods. In
comparison to the control of Suinong 26, Heinong 511 showed higher yield in Heilongjiang regional trials in 2018 and 2019,
2 858.4 kg-ha™'on average with an increase of 7. 1% , and production trial in 2019, 2 870.9 kg-ha ' with an increase of
9.4% . Heinong 511 was approved by Heilongjiang Crop Variety Approval Committee in 2020. The seeds protein content is
47.31% ,and normal fat contents is 17. 35% . Heinong 511 is a high-protein quality soybean variety in present soybean

production.
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2.1 REMER Table 1 The quality analysis results of Heinong 511
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ota: rotein an
é&ﬂg 120 d ZEE , 'ﬁ'%’ =10 C zﬁ ﬁj] */E{ Yﬂ%‘lj‘j 2 400 °C ZE Year Protein content Fat content falpcontent
o PP RWAT FREEFET M . #K & 100 em A4, 2018 48.62 16. 66 65.28
TCA, Ak Rt IR H R, JESHIE , AR 2 2019 46.43 17.70 64.13
wtn, FERLIEITE , B R B, FhBE B0, A OGEE, A 2019 46.87 17.68 64.55
Wit 22 ¢ KA. -4 Mean 47.31 17.35 64.66
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Table 2 The identification results of resistance to soybean gray leaf spot of Heinong 511
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Year Leaf disease grade Disease index Diseased pod rate Diseased seed rate Resistance evaluation
2018 3 43 1.0 0.0 RET
2019 3 43 1.0 0.0 SSEi
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Table 3 The yield of Heinong 511 in Heilongjiang regional trials in 2018—2019
2018 2019
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3000.0 5.3 2616.7 6.1
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Location . L
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1 BH T
) SRS 3346.7 1.8 2071.7 9.3
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Table 4 The yield of Heinong 511 in Heilongjiang

production trial in 2019
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Yield increase
Location Yield/ (kg-hm =)
rate/ %
IR AR R R
2567.2 6.6
Tangyuan Dongfeng Seed Farm
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SF-14 Mean 2870.9 9.4
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