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Pathogen Identification of Soybean Leaf Spot Caused by Boeremia exigua var.
exigua in Jilin Province
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Abstract; The strain was identified as Boeremia exigua var. exigua, which was collected form Jingyu County of Baishan City in
Jilin, based on the morphological characteristics of the colony and conidia, rDNA-ITS, partial actin gene, beta-tubulin gene,
RNA polymerase 11 second largest subunit gene , translation elongation factor 1 alpha gene,large subunit ribosomal RNA gene,
the pathogenicity to young soybean, phylogenetic tree construction and analysis of the above 6 primers. It was the first report
that Boeremia exigua var. exigua infected soybean in China. In the phylogenetic tree analysis results, rpb2 and TEF gene show
a good discrimination in interspecies relationship, they are more suitable for identifying and studying intergenetic relationships
of Boeremia.
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A, B:Natural pathogenic symptoms of soybean leaves; C:Comparison of sterile water; D: Symptoms caused by inocu-

lated with DD-14.
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Fig. 1 Natural pathogenic symptoms of soybean leaves and pathogenicity determination of isolates
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A:PDA FHEIZA;B:0A LRFILEC:0A LB T ;D04 LA flT4s.
A'; Colonies cultured on PDA ;B Colonies cultured on OA;C:Conidia on OA;D:Pycnidia on OA.
2 5EY DD - 14 FIEHHE
Fig.2 Morphological characteristics of DD - 14

Boeremia exigua var. linicola strain CBS 248.38 KT389575.1
Boeremia noackiana strain CBS 101203 KT389581.1

Boeremia exigua var.exgua strain CBS 431.74 KT389569.1
1004 991pp_14

34
46

Boeremia strasseri CBS 126.93 KT389584.1
Boeremia hedericola strain CBS 367.91 KT389579.1
Allophoma piperis strain PD 90/2011 KT389555.1

72

Didymella protuberans strain CBS 381.9 KT389620.1
I-Phoma neerlandica strain CBS 134.96 KT 389661.1

61

82

100 L phoma herbarum strain CBS 377.92 KT 389663.1
Phyllosticta citribraziliensis strain CBS 100098 KY855861.1

20

73 3¢ ERCTARER 1000 YWCEL A A9 3 H5; DD-14 FORA WA BRI E bR . T 1Al
The number on the branch represents the support rate of 1000 repetitions ; DD-14 indicates the strain isolated this
time. The same below.
3 BT b2 BEERIINRGLEN
Fig.3 Phylogenetic tree based on rpb2 gene sequences

2.5.2 TEF 534 # DL EF1-728F/EF1-986R
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JFAIHIBIE R 100% Y R K B 0BT & Lo BS 4
DD-14 Y Boeremiaexiguavar. exigua & — 14y % |,
H. Bootstrap 3255 98 % (1€ 4) , YW 73 ¥ A

Boeremia exigua var. exigua,

98 |:Boeremia exigua var.exigua strain CBS 248.38 KT389575.1

L Boeremia sambuci—nigrae strain CBS 629.68 KT484734.1

DD-14

Boeremia exigua var.pseudolilacis strain CPC 25092 KT216075.1

Boeremia noackiana strain CBS 101203 KT484728.1
Boeremia strasseri strain CBS 126.93 KT484735.1

Boeremia hedericola strain CBS 367.91 KT4847418.1
Didymella acaciae culture CBS 143404 MG386154.1

Phoma herbarum strain CBS 615.75 KF253168.1

Phyllosticta citribraziliensis strain CBS 100098 FJ538410.1

4 ETTEF ERFINREREN
Fig.4 Phylogenetic tree based on TEF gene sequences
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Fig.5 Phylogenetic tree of based on fub2 gene sequences
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80 Phoma herbarum strain CBS 377.92 KT389756.1
Phyllosticta citribraziliensis strain CBS 100098 KF206221.1
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Fig.6 Phylogenetic tree based on LSU gene sequences
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Boeremia extgua var. exigua
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Boeremia exigua var. exigua stain CBS 431.74 FJ427001.1
g0 | Boeremia strain stain CBS 126.93 GU237773.1

Boeremia noackiana stain CBS 101203 GU237720.1
Boeremia sambuci-nigrae stain CBS 629.68 GU237897.1
Boeremia hedericola stain CBS 367.91 GU237842.1

Heterophoma nobilis strain CBS 507.91 GU237877.1
Didymella protuberans CBS 381.96 NR 135993.1

[Phoma neerlandica strain CBS 134.96 KT389535.1

99 L Phoma herbarum strain CBS 377.92 KT389536.1

Allophoma piperis CBS 268.93 NR 135987.1

10

Phyllosticta citraziliensis CBS 100098 NR137717.1
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Fig.7 Phylogenetic tree based on ITS gene sequences
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Phoma sambuci-nigrae strain CBS 109170 EU880903.1

& DD-14

32

Phoma exigua var. exigua strain CBS 431.74 EU880854.1

Phoma exigua var. noackiana strain CBS 101203 EU880882.1

97,

72

Phoma strasseri strain CBS 1126.93 EU880904.1
Boeremla hedencola strain CBS 367.91 KY484568.1
Phoma zantedeschiae strain CBS 131.93FJ426968.1

—al

Phoma herbarum strain CBS 615.75EU880896.1

Didymella bellidis voucher CBS 714.85 KT287041.1

Phyllosticta citribraziliensis strain CBS 100098 FJ538468.1
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Fig.8 Phylogenetic tree based on ACT gene sequences
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