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Research Progress on Metabolic Pathways of Seed Protein and Related Regula-
tion Mechanism in Soybean
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Abstract: Nitrogen is an indispensable nutrient for soybean. The nitrogen in the air can be transformed to protein in seed
through Root-Rhizoma system and various pathway. Soybeans is an important food because of its nutritional qualities and func-
tional properties, which contain considerably more protein content than other crops. This paper summarizes publications on the
characteristics and classifications of soybean protein, discusses research progress of protein metabolism pathway and regulation

mechanism in soybean. And we addressed effective way of breeding for high protein content soybean, which can provide the

reference for soybean quality improvement.
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