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Abstract: In order to study the enhanced effect of CuZnSOD encoding gene of peach on salt tolerance of soybean, a full-length
c¢DNA of a CuZnSOD from peach( Prunus persica 1. ) PpCuZnSOD was cloned, and the target gene is introduced into the soy-
bean genome via Agrobacterium tumefaciens. The transgenic plants was detected by PCR, Southern blot and quantitative real
time PCR. Two transgenic soybean lines of T, generation were recruited and treated with 150 mmol-L " NaCl, which simula-
ting salt conditions. The results showed that transgenic soybean plants had high salt tolerance. The seed germination rates,
survival rate and the contents of chlorophyll were higher than that of wild-type. Transgenic plants had more high SOD, POD
and CAT activities, while less MDA content under salt stress compared with wild-type plants. Our results substantiate that in-

creased levels of SOD activity brought about by overexpression of PpCuZnSOD gene may play an important role in ameliorating

oxidative injury induced by salt stress.
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Fig. 1 Construction of transgenic plant expression vector
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Fig. 4 Related growth status of the transgenic plants under salt stress
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Fig. 5 Changes of MDA, SOD, POD and CAT activity in seedlings of transgenic soybean under salt stress
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