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Abstract; Soybean mosaic virus (SMV) is a complex and ever-changing virus that has a negative effect on the yield and qual-
ity of soybeans. lts serious pathogenicity is generally concerned by scholars associated with the field of soybean research. The
SMV is mainly infected with soybean aphids. The research technique of soybean mosaic virus infection cloning was effective
and widely adopted to study its pathogenic mechanism. This technique can further analyze the mechanism of the genes that
cause the corresponding symptoms in the process of plant growth through the obtained infectious ¢cDNA clones. At the same
time, prepared monoclonal antibody can be used as the development of soybean mosaic virus detection kit probe material. As
a basis for the study of SMV related fields, based on the relationship between soybean mosaic virus disease and SMV infection
cloning technique. This paper briefly summarizes the construction strategy and influencing factors of SMV infectious clone,
and summarizes the application of this technology in recent years, to provide new reference and thought for the control of soy-
bean mosaic virus.
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