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Genetic Transformation of Soybean with Drought Tolerance Gene cspB from Ba-
cillus subtilis
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Abstract: To improve the drought tolerance of soybean, a vector pPCAMBIA3301-cspB with drought tolerance related modified
gene cspB, was constructed. The modified cspB gene was introducted into soybean variety Bert by Agrobacterium-mediated
transformation. In this experiment total 3 800 cotyledonary node explants were infected and 95 independent transgenic plants
were obtained by PCR and Southern blot analysis combined with PPT selection. The transformation efficiency was 2. 5%. Sev-
en transgenic plants with drought tolerance were selected ,which could be used for soybean drought tolerance breeding in fur-
ther.
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Fig. 1 T-DNA of binary vector pCAMBIA3301-cspB
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a:Co-culture; b: Induction; c: Elongation;d:Rooting; e: Transformed plants; f: PPT resistance of
transgenic plants.
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Fig. 2 Genetic transformation of soybean

M + HO CK 1 2 3 4 5 6 7 M

400 bp 204 bp

300 bp =

M DNA marker; 1 FORIAHI; 25 AKX 30 JEREILIAIR: 4 ~ 1056 IE D HORIRE .
M: DNA marker; 1: Plasmid; 2: H, O control; 3: Non-transgenic plant control; 4-10;
Transgenic plants.
3 EEELFE MR cspB EE R PCR #37)
Fig. 3 PCR of transgenic plants
M + H,0 CK 1 2 3 4 5 6 7

2,

500 bp

M. DNA marker; 1 FURiXFAR; 2. 7K 3 ARFERENAOAERR; 4 ~ 10 FERL R AU RR .

M: DNA marker; 1; Plasmid; 2; H,0 control; 3; Non-transgenic plant control; 4-10; Transgenic
plants.
4 FHEFEER bar EF PCR &l
Fig. 4 PCR of transgenic plants for bar gene
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Fig. 5 Transgenic plants with bar gene test strip
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Fig. 6 Southern blot analysis of transgenic plants
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Fig. 7 The drought tolerance idenfication of transgenic plants

( growth of transgenic plants after treated with drought stress for 25 days)
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