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Ancestors Tracking and Genetic Dissection for Released Soybean Cultivar Hei-

nong 48
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Abstract: Heinong 48 bred by Soybean Research Institute of Heilongjiang Academy of Agricultural Sciences in 2004, it is a
high protein and high yield soybean cultivar. Based on ancestors tracking and pedigree tree building, we analyzed parent geo-
graphical origin and nuclear genetic contribution of Heinong 48 , and reveal its genetic basis to provide a reference for soybean
breeding parent selection and use. The result showed that Heinong 48 belongs to Silihuang cytoplasm family, transfer process
was: Silihuang—Huangbaozhu—Mancangjin—Suinong 3—Suinong 4—Heinong 40— Heinong 48. Nuclear genes were provid-
ed by the 15 ancestors, including Jinyuan, Silihuang, Baimei, Pingdihuang, Keshansilijia, Shishengchangye, Yongfengdou,
Jiamusitujiazi, Xiongyuexiaohuangdou, Tongzhouxiaohuangdou, Xiaolihuang, Amsoy, Anoka, Liuyeqi and Dongnong20. Nu-
clear genetic contribution rate was 7.04% , 7.04% , 5.08% , 7.03% , 5.47% , 12.50% , 7.04% ,1.95% , 2.34% ,
3.13%, 1.56% , 6.25% , 6.25% ,1.56% and 0.78% , respectively. In the parent selection process, the local cultivars
with a wide adaptation were often selected as the female, and the bridge parents with the geographical and ecological distant

gene were used as the male.
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The genealogical tree of Heinong 48 female parent
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Fig. 2 The genealogical tree of Heinong 48 male parent
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