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Abstract: Soybean is one of the most important oil seed crop planted as a major source of oil and protein for human. The cul-
tivation of high-oil soybean varieties has been one of the important issues for soybean breeding. In this study, we expressed the
pepc-RNAI into the receptor varieties Shennong 9 by soybean cotyledonary nodes method. Though inhibiting the soybean en-
dogenous GmPEPc gene expression to gain high oil of genetically modified soybean varieties. We co-cultivated about 407 ex-
plants, and got 35 transgenic plants, conversion rate 8. 9%. Stock of glufosinate(300 mg-L~") was painted on half the upper
surface of T, soybean leaves, and we had got 23 transgenic plants. PCR analysis showed that 12 of 14 transgenic plants were
positive. Southern blot analysis of PCR-positive plants indicated the integration of the pepc-RNAi gene into the soybean ge-
nome. The results of T, generation showed that the average oil content of transgenic soybean grain was 9. 51% higher than that
of the control, and the average protein content decreased by 5. 44%. The results of these studies provide a basis for the selec-
tion of new varieties of high oil content, which provides the basis for the selection of new varieties of high oil.
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Fig.1 Binary expression vector pLYZRNAIi-pepc
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Fig. 2 Identification of expression
vector pLYZRNAi-pepc
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Fig. 3 Agrobacterium-mediated soybean transformation of pLYZRNAi-GmPEPc with the cotyledonary node
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Fig. 4 Glufosinate resistance of T, transgenic plants
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S bk DNA I 1 pepe 51 H7 R 125 5

M: Trans2Kplus Marker; P Plasmid; Water; The negative con-
trol ; CK; Untransforming plants; 1-14; Transgenic plant; On the test
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Fig.5 PCR analysis of the transgenic plants
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Fig. 6 Southern blot analysis of T, transgenic plants.
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Table 1 Oil and protein contents of GmPEPc ( %)
S o EOAE AR
Protein contents ~ Oil contents
IR fE AR 1 39.8 22.4
Transgenic plants 2 40.4 22.3
3 40.5 22.2
4 39.1 23.7
5 40. 1 22.9
6 40.2 22.6
7 40. 1 22.6
8 39.2 23.5
9 40.3 22.4
10 41.2 22.1
FEREDNAE AR T30
Mean content of transgenic plants 40. 09 22.67
Xk HEAR R 1
Mean content of non-transgenic plants 42.40 20.70
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