NI = Vol.36  No. 1
SOYBEAN SCIENCE Jan. 2017

F36E HIM
2017 4 14

E SbPRP1 #1 SbPRP2 EFE £ EE W EME T B R iE R A2
B ok LR o# . ean % @

(L. FFFFIRIRFE et Rhr SR BE , BOETL FFFFIG/R 1610065 2. Bp LA B ERMARTAUNT, IIEIL 555G /R 161005)

W B ONUIE K S A RE I R AR R A AR A AR O an R R FERYVE A, R SERE 96 8 i PCR, X K G H B
I EIR & £ ALK SbPRPL Fl SbPRP2 FEAEAWIa T M 3B LA TR I o 45 5% 7 : SbPRP1 A v $h AN I
AT R TR, A A AL B E 1A 24 h Rk B AN ; ZERU T RAL I T R RS TS TR AL 24 h ik B i
KMl SbPRP2 TE &3k Ml T 2 AGEAL I T Rk ¥ G Ui Tt &, o BIAE AL RS 24,1 15 h ik B K(E, &M Sbh-
PRP1 I SbPRP2 W 625 T K EXHARFIAEE 938 I PE R . 3843 RT-PCR MK G0 J- i34 SbPRP1 F11 SbPRP2 (1)
F K 42 P 3 I A B M) Sk 24 pRITOT-AN |-,

4RI KN IR & 4R TR (1 RB0T s Bk s P

E 425 :8565.1 SCREARIAED: A DOI;10. 11861/j. issn. 1000-9841.2017.01. 0024

Expression and Vector Construction of SO PRP1 and ShPRP2 in Soybean Under
Abiotic Stresses

ZHAI Ying' ,ZHANG Jun®,ZHAO Yan' ,REN Wei-wei' ,ZHANG Chuang'
(1. College of Life Science and Agro-Forestry, Qiqgihar University, Qigihar 161006, China; 2. Heilongjiang Institute of Veterinary Science, Qiqihar
161005, China)

Abstract; Plant proline-rich proteins (PRPs) are putative cell wall proteins, which are usually associated with abiotic stress.
The expression of SOPRP1 and SbPRP2 under abiotic stress treatments in soybean was detected by real-time fluorescence quan-
titative PCR. The expression of SbPRP1 was decreased under salt and cold treatments, reaching the minimum expression at 1
and 24 h, respectively. While it increased firstly and thereafter declined under simulated drought treatment, reaching the max-
imum expression at 24 h. The expression of SbPRP2 was increased under salt, simulated drought and cold treatments, reac-
hing the maximum expression at 24, 1 and 5 h, respectively. These results indicate that SbPRP1 and SbPRP2 may involve in
the regulation of adapting to adverse environment in soybean. The SbPRP1 and SbPRP2 were amplified through RT-PCR from

soybean leaves and constructed to plant expression vector of pRI101-AN.
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Fig.1 Expression profile of SbPRP1 and ShPRP2
under salt treatment
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Fig.2 Expression profile of ShPRP1 and SbPRP2
under drought treatment

24

257
0 ShPRP1
2r @ ShPRP2
£
i §1.5¢
X &
KE
= o
_% 4=
0.5
a1
0 ; .  om . D
0 1 2 10 24
it JE
Time/h

3 SbPRP1 1 SbPRP2 EE7E{RIBAIE THIRIEER
Fig.3 Expression profile of SbPRP1 and ShPRP2
under cold treatment
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