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Review on Application of Transgenic Technology in Soybean Traits Improvement

DU Yan-li, XIE Fu-ti
(Soybean Research Institute of Shenyang Agricultural University, Shenyang 110866, China)

Abstract: With the increased soybean demand in China year by year, the development of super-high-yield, high quality and
resistance of soybean became increasingly urgent. The application of genetic engineering for crop genetic breeding have been
offered a new way, by the biotechnology, the genes which controlled the good traits could be integrated into the crops ’ ge-
nome, by the development of transgenic plants, the improvement of agronomic traits of crops would be more accurate, pur-
poseful directionally. In recent years, the development of functional genomics provided a new guidance to transgenic technolo-
gy. This paper was a review on the new direction of genetic transformation method in soybean and the progress of transgenic
technology in the improvement of soybean traits which included herbicide tolerance, insect resistance, disease resistance,
stress tolerance, quality traits and so on.
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THIAY H 8 S il SR 1 VR 22 0l e BE R
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i, AR SRR - WRIR S5 HA R d DI RE 1Y
I F5 TR R — 8 55 i L R 11 5 1 LA B R AR A 1R 55
BIHWHI T 00 &%, Kim 4200 76K Rg b 2%
TN DR PR R A I S A i B AL AL i (homogentisate ger-
anylgeranyl transferase, HGGT ) ¥4 {k. 3] Kk & H £ IK,
Feik HGGT J: PR iy % B PR R B A I 35 8 iy Bt AL Ak
TP JF HAR S 744 3 E KF X 2644 5 E
HARERKETRANET BB T g-IEXn)
(FAFIE R0 R IR AL 3 E Kinney 451 I 2%
AR ECA 152 T IM IR % 2 88% My K, Li
AEU R SR A T AR SRAT 5 y- TR B 2 (1 3R
MRS, S LIRS BT e e DRI PR T1 70 T2 AR 13
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SR G SE DR K B A — A Mk A R 1 (MB-
16) e $ i R LA 1 T il S5, 4 SR 3 1) PR At 2 R
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DI FNALL R T 0 A 1S - 177 1R Mo S il e R e 5 31—
ASPRZ R A AR R Utk DO R 5
It 29% , -3 5 105 R 75 SR 105 R rh 60 L 1) ik #)
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Hhas G T =0 G 8 B T T O BE T AL B A
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6 T 5L R K AT P A R A Bt BB
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