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Abstract: The folE is a key gene of folic acid pathway, which is derived from bacteria. The function of this gene in the im-

proved folate content has been demonstrated in many plants,such as tomato. In this study, we expressed the folE by employing

the soybean cotyledonary nodes method. We co-cultivated about 200 explants, and got 34 transgenic plants. Stock of Basta

(135 mg-L™") was painted on half the upper surface of tested soybean leaves, and got 14 transgenic plants. PCR analysis

showed that 12 of 14 transgenic plants were positive. Southern blot analysis of PCR-positive plants indicated the integration of

the folE gene into the soybean genome, and we also got two transgenic lines with only one single copy.
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The map of plasmids vector pTF101-35s-folE and electrophoresis detection
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Fig. 2 Agrobacterium-mediated soybean transformation using the cotyledonary node as explants
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