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Abstract ; Simple and efficient genetic transformation systems are very important for breeding transgenic soybeans and perform-
ing functional genomics study. In order to develop a concise and highly efficient Agrobacterium-mediated transformation system
in soybean, transformation methods using immature seeds and mature seeds were compared. The effect of different factors on
the Agrobacterium-mediated transformation of immature seeds was investigated using the rate of resistant bud formation. These
factors affecting transformation include selection pressure and the physiological state of the immature seeds. Finally, the
Agrobacterium-mediated transformation system of immature seed was optimized. Nine transgenic plants were screened with 15
mg-1L.~" glyphosate and they grew normally and fertility. PCR-sequencing and Southern Blot analysis also showed that the for-
eign genes had been integrated into the genome of the T, individuals. PCR analysis of 2 lines from the T, generation also
showed that the separation ratio fit 3: 1. The glyphosate tolerant soybeans obtained in this study by phenotype identification

provide new materials for breeding of transgenic soybean with glyphosate tolerance.
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Table 1 Comparison of transformation systems using various explants
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Fig. 2 Comparation of rate of resistant buds between different

transformation systems about four genotypes
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