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Identification and Variation Analysis of Soybean Mosaic Virus Strains in Shan-
dong ,Henan and Anhui Provinces of China
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Abstract; Soybean mosaic virus(SMV ) is one of the most broadly distributed viral diseases worldwide in soybean[ Glycine max
(L. )Merr. ]. It causes yield loss and seed quality deficiency seriously. The purpose of this study was to conduct identification
and variation analysis of the SMV strains from Shandong,Henan, Anhui and other provinces. The results showed that 64 isolates
of 383 specimens were positive to SMV. According to the responses to the 10 soybean differentials,64 isolates were grouped in-
to 13 strains. Twelve of 13 strains were respectively same as reported strains SC3-SC9,SC11,SC13-SC15 and SC17. A new
strain was discovered and assigned SC22. The comparison between present and previous identification results of SMV strain
showed that the strains SC3,SC7,SC8 and SC13 still were predominant in Shandong, Henan, Anhui and other provinces. The
ratio of them to total number of the isolates respectively were 23.4% ,14.1% ,15.6% and 10.9% . We suggested that SC3 and

SC7 were used as target strains of the soybean breeding program for resistance to SMV in these regions.
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Table 1 Responses of 10 differential soybean genotypes to 64 SMYV isolates
from Shandong,Henan,Anhui and other provinces of China
e Mk N
AL HH 11382 ﬁiiiﬁ 8101 BRt-25 Davis Buffalo faijihlus Kwanggyo FELS AELS PR
Group -No. of  Nannong 30 Tiefeng 25 18 " Qihuang 1 Kefeng 1 Strains
isolates 1138-2
1 15 S S S R R R R R R R SC3
2 10 S S S S S S S S R R SC8
3 9 S S S S S S S R R R SC7
4 7 S S S S S S R S R R SC13
5 4 S S S S S S S S R S SC17
6 3 S S S S S S R R R R SC6
7 3 S R S S R R R R R R SC11
8 3 S R S S R R R R R S SC14
9 3 S S S R S S R R R S SC22
10 2 S S S S S R R R R R SCS
11 2 S S S S S S S S S R SC9
12 2 S S S S S S S S S S SC15
13 1 S S S S R R R R R R SC4

R F/RPiIH ;S TR YR . R resistance;S ;susceptible.
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Table 2 Distribution and variation of SMV isolates in Shandong , Henan, Anhui and other provinces of China

1114 Shandong 2284 Anhui 7R Henan HAlh Others LA Total
7
Strains J5 # J5 i J5 £ J5 # J5 #
PD ND PD ND PD ND PD ND PD ND
sCl 2/6.7 0/0 0/0 0/0 1/2.6 0/0 3/7.1 0/0 6/4.8 0/0
SC3 7/23.3 4/22.2 3/20.0 4/18.2 5/12.8 6/31.6 10/23.8 1/20.0 25/19.8 15/23.4
SC4 2/6.7 1/5.6 0/0 0/0 6/15.4 0/0 5/11.9 0/0 13/10.3 1/1.6
SC5 0/0 1/5.6 1/6.7 1/4.5 3/7.7 0/0 0/0 0/0 4/3.2 2/3.1
SC6 0/0 1/5.6 0/0 0/0 2/5.1 1/5.3 2/4.8 1/20.0 4/3.2 3/4.7
sc7 2/6.7 3/16.7 5/33.3 6/27.3 3/7.7 0/0 4/9.5 0/0 14/11.1 9/14.1
SC8 5/16.7 4/22.2 3/20.0 2/9.1 6/15.4 3/15.8 4/9.5 1/20.0 18/14.3 10/15.6
SC9 0/0 0/0 2/13.3 1/4.5 5/12.8 0/0 0/0 1/20.0 1/5.6 2/3.1
SC11 2/6.7 1/5.6 0/0 1/4.5 3/7.7 1/5.3 10/23.8 0/0 15/11.9 3/4.7
sc12 0/0 0/0 0/0 0/0 0/0 0/0 3/7.1 0/0 3/2.4 0/0
SC13 6/20.0 1/5.6 1/6.7 1/4.5 3/7.7 5/26.3 1/2.4 0/0 11/8.7 7/10.9
SC14 0/0 0/0 0/0 2/9.1 2/5.1 1/5.3 0/0 0/0 2/1.6 3/4.7
scl1s 4/13.3 1/5.6 0/0 0/0 0/0 1/5.3 0/0 0/0 4/3.2 2/3.1
sc17 0/0 0/0 0/0 2/9.1 0/0 1/5.3 0/0 1/20.0 0/0 4/6.3
Sc22 0/0 1/5.6 0/0 2/9.1 0/0 0/0 0/0 0/0 0/0 3/4.7
&1t Total  30/100.0  18/100.0  15/100.0  22/100.0  39/100.0  19/100.0  42/100.0  5/100.0  126/100.0  64/100.0

RHR LT NBRRERL, T U7 BT I R RE R LR (% ) o

The value in front of slant is number of specimens from corresponding region;the value behind it is ratio to total number of specimens from corre-

sponding region. PD ;previous documented ; ND ; newly discovered.
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