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Preliminary Studies on the Expression Pattern of Soybean P39-1 Gene and
Promoter
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Abstract: The expression pattern of soybean P39-1 gene in soybean tissues was detected by real-time quantitative PCR( RTQ-
PCR) ,and the result showed that it had lower activity in roots,stems and leaves ,while higher activity in flowers and seeds. The
5’ -flanking upstream sequence of soybean P39-1 gene, named P39-1-p, was isolated from soybean genomic DNA by PCR
method , and the length was 2 000 bp. Sequence analysis revealed that this fragment contained a series of motifs related to seed-
specific promoters and some pollen-expressed elements,such as SEF1 motif , SEF3motif, SEF4 motif, E-box, G-box, AACACA,
AACA,ACGT,CCAA;52-box ,ntp303-box, GTGA and TACPyATbox. It is inferred that P39-1-p promoter possesses the func-
tion driven downstream gene expression abundantly in soybean flowers and seeds.
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Fig. 1 The relative expression of soybean P39-1

gene in different soybean tissues
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1 AAATAGTAGTCAGATAATGATTATGGTTCTTAAGTAATTTCTAGCCACTGTAATTTGTGGCAATTGAAAC
E-box
71 TTATGTGATGGTTTCAATTGTTTCATTACACACACACACACACACACATATATATATATATATATATATA
GTGA E-box

141 TATATATATATATATATATATATATATATTTATTCACACCAATCTCGAGTATCATTTATCATTCATCAAG
SEF1 CCAA E-box

211 TGTTTACAATGATTCCACCTGAAAGAAAAGAAAAAAAAAATGAAAAGAAAACCCCAACAAGGAACAAACG
E-box 52-box 52-box ntp303-box 52-box SEF3 AACA AACA /ACGT

281 TGTGATTGTGGTGTAATATAGTATATGTATGTAAATTGCCGTTGGGGTGGAGGACTTGGCCCGTTATGTA

GTGA

351 AGAGGAGCATATGTTGCTAGCAAGAAACACGTAAGAGGGAGCAACTTCAATAGTTTGGCCAGCTCTCTTC

E-box 52-box/AACA/ACGT
421 GTTGGCACATCTGAACCAAATCGAACAATTGTTTCCTCGTACATTGTTGCTACTATTAACGGAGTCCAGA
E-box CCAA AACA/E-box TACPyATbox E-box

491 TGGGTCCAGGCGCAACCTAAAAGACCAAACTAGACTTGGATTAATAGGATCAACTATATCAATTTTTTTA
CCAA
561 TATAACATATTTACGTTATAAATGATTTTTTTTTTACTTTCTCTTTCACTATAGATTTATTAGCGTATAT
AACA ACGT ntp303-box
631 ACTGATGTTTTTAATATGAGTCCATTCACAAATTACATTATTTATATATTTTAATTTTTAAAATATTTTC
SEF4
701 TAGTTATAATTTATTAATACACTCATAATAAAAAAAAATATATATACATTAACAAAAAATTTTATTAATA
AACA
771 TTTACTAACCTACACATCATTATTTTTTAGTATGAATGTTTAACACACTCATAAAAAAATAATGGTATGT
AACACA
841 ATGTTAACAAATTTCATATATGTATATATATATATATATATATATATATATATATATATATATATATATA
AACA
911 TATATATATATATATATATATATATATATATATATATATATATATATATATATATATATATATATATATA

981 TACTTTTTGTTCTTCAAACAAACATAGCATGATAAGAGTACATGTGGTGTTGATGGAGATGGAAAACGGA
1051 CGGATAATAATGTTG??EEXX%XATTGATTATAGCGCGGGTEX%ECAGCCGGCGAGAATTGGCAGAAGGA
1121 TGTCTTGAQQIGTTGTG%%ERTTTCTTGCACCGGAGAGA&?%?&AQAAATCTCCTTTGGATCAAAGTCAC
1191 AAACTGAK%EEAACTCGTTATAATTGACGTGTCATCGTGTCACAAX%?ETAAGATTCATACAQAAAAGTA

ACGT 52-box
1261 GAAGGCTCCATCCATCACAGAGATGAAATTGAAAATAAGGGAATTAATTAAGTTTGGTATATTATTGTAT

1331 ATGAATTAATTAATCAATTTAGAGTTAATATTACGTGGACAAACATTGATTTAGTTGATGAGAATATATA
ACGT AACA
1401 AATGTGTTTGATTTTCATTATCAATATAAAAAAAAATTATTGATAGATAATATATAAATATATTTATAAG

SEF1
1471 TATTTACATAATAATAATAAAAAAGTTTTAAAATTAAATCCACCTAAATTTTGCATAATAATAATAAAAT

1541 TTTTATAATCATATAACTAATTTAAATCTATCTAATGGATATCACTTTTAAAATAATTATTTTTAAAAAA
SEF4 SEF4
1611 TCATCTTATCATATATCAACTTATAATTGGATGAAAAAGTAAAATATCGTTACACTATAATACATTATAA

1681 TTAAATTCATTAACTTGTGTTTGATCTAAGTATGAAGAACAAGAACAAAGAAATAGGTGGTTTGGACTCT
1751 GGATTTTGCTCGGTACAGCTGTATGCATTTGATTAATA??X%CKEXXEfKX?%AACTGATAAGQAQIIQA
1821 TTAGTTTAATGAGAGCG%K%CAGATCA%EE%TTAAGTTGTGACCTTGCATGTCCGCCACGTGGAKEX?CA
1891 AGQAQIIQAAACCTGTTACTACTTTAGGCAQQAATTCf%gz%ACTCTTCCATCTCf%XX%%EKbAGTTTA
1961 ATTCi?gkATGGGTGTTTTCCTTTGAGATTCAX%E%CACC
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