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Abstract: Soybean Mosaic Virus( SMV )is one of the most worldwide distributed viral diseases in soybean[ Glycine max(L.)
Merr. ]. It causes yield loss and seed quality deficiency seriously. In recent years ,the research on strains and molecular biology
of soybean mosaic virus had made great progresses. This paper provides some information in the biological properties, strains i-
dentification , prevalence and control strategies , genome structure and protein interactions between SMV and soybean. This sum-

mary is useful for further research on Soybean Mosaic Virus.
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Two short horizontal lines represent 5’ and 3'untranslational region, respectively. The long box ( 132-9332) . sequence coding
polyprotein ,numbers above box:the cleavage sites of the proteins,numbers below the box ;the first nucleotides of the different prod-

ucts, PIPO derived from a frameshif on the P3 cistron are indicated. According to Gagarinova et al. ['7}  SMV-L isolate with slight

changes.
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Table 1 General situation of strain classifications of SMYV all over the world
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