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Recent Advances in Molecular Breeding of Soybean

JIANG Bing-jun, YUE Yan-lei, WANG Cai-jie, SUN Shi, HAN Fen-xia, HAN Tian-fu
(MOA Key Lab of Soybean Biology ( Beijing) , Institute of Crop Science,Chinese Academy of Agricultural Sciences, Beijing 100081 , China)

Abstract: In the last decade,the research and application of molecular breeding becomes an important scientific and techno-
logical engine of soybean production development in the world. In 2011, new progresses were achieved in soybean molecular
breeding in China and abroad. In molecular marker mining and assisted selection, new molecular markers and QTLs were de-
veloped. In the field of new gene discovery,some novel genes involved in photoperiodism, symbiotic nitrogen fixation, quality,
resistance , etc. ,were cloned and their functions were analyzed. In transgenic breeding, the genetic transformation system was
optimized with the transformation efficiency improved , and some functional genes including those from other species were evalu-

ated for their functions and breeding values. Transgenic soybean still kept good growth and some new developmental trends

were emerged. Therefore ,we summarized these progresses and made some prospects on the future development.
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