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Genetic Diversity of Wild Soybean ( G. soja ) from Longjing in-situ Conserved Re-

gion of Jilin Province

SUN Xiao-huan'?, LIU Xiao-dong' ,ZHAO Hong-kun' ,SHEN Bo' , WANG Yu-min' ,DONG Ying-shan'
(1. Biotechnology Research Center, Jilin Academy of Agricultural Sciences, Changchun 130033, Jilin; 2. Mudanjiang Branch, Heilongjiang Academy of

Agricultural Sciences, Mudanjiang 157041, Heilongjiang, China)

Abstract: Wild soybean accessions were collected from Longjing situ conserved region in Jilin province by GPS positioning.
Population L, in which 90 wild soybean samples were collected ( collection interval was 50 m) covered the whole in-situ con-
served region. According to the natural geographical distribution, population L were divided into 3 sub-population A,B and C,
respectively ;meanwhile ,a small sub-population B’ (including 32 wild soybean samples, collection interval was 18 m) was
taken from sub-population B. Clustering analysis shows that the 90 materials are mainly divided into 2 groups,and the others
have a distant relationship, the distribution of the wild soybeans in Longjing conserved region was spotted ,a correlation between
the genetic diversity and geographical location were found among sub-populations. Simpson index ranged from 0. 3072 to
0.8393,with an average of 0. 6788. Shannon-weaver index ranged from 0. 5856 to 1. 9348, with a mean of 1.3663. These re-
sults indicated that there existed a highly genetic diversity in Longjing in-situ conserved population of Jilin province,and the
genetic diversity of the three sub-populations have the same trend; A < B < C. The index of subdivision ( Fst) among the sub-
populations is 0. 1419 and the gene flow(Nm)is 1.5112,indicating that 14. 19% of genetic variations existed among sub-pop-

ulations, and a relatively higher frequency of gene flow among the sub-populations.

Key words: Wild soybean;SSR marker; Genetic diversity ; Sub-population ; In-situ conservation.
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Fig.1 Collection sites of the wild soybean in Longjing conserved region
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Table 1 Simpson index and Shannon-weaver index of wild soybean in Longjing conserved region
Simpson Shannon — weaver
PRy MEREA MR MG OMEEER L MEBEA MEEB MEEC MR’
Locus . Sub-population Sub-population Sub-population Sub-population Sub-population Sub-population Sub-population Sub-population
Population L A B C B’ Population L A B C B’

Satt022 0.7657 0.6906 0.7648 0.6889 0.5469 1.557 1.3726 1.5305 1.4380 0.9979
Sat-112 0.7620 0.4261 0.7904 0.7133 0.2637 1.5535 0.8824 1. 6449 1.3022 0.4334
Satt168 0. 6467 0.2971 0.5824 0.6511 0.5605 1.1633 0.5673 1.0950 1.1980 1. 1111
Sattl73 0.7681 0.6057 0.8032 0.4244 0.5723 1.6403 1.1799 1.6833 0.7563 1.2035
Sattl75 0.5928 0.2073 0.6720 0.7022 0.1191 1.0849 0.4196 1.2211 1.2654 0.2771
Sat178 0.3072 0.1078 0.2688 0.4978 0.1948 0.5856 0.2190 0.4397 0.8609 0.3452
Satt180 0.3590 0.1078 0.4864 0.4800 0.6738 0.7298 0.2190 0. 8487 0.9753 1.4783
Satt213 0.6568 0.5241 0.4736 0.6578 0.4160 1.1810 0.9994 0. 8068 1.2150 0.8329
Satt226 0.6469 0.2988 0.7488 0.7267 0.5254 1.2605 0.5770 1.4677 1.3409 0.9321
Satt268 0.5435 0.2024 0. 6208 0. 6400 0.4062 0.9183 0.3554 1.0210 1.0606 0.7356
Satt281 0.7052 0.3020 0.7872 0.7622 0.3613 1.4709 0.6315 1. 6460 1.5068 0.6562
Satt300 0.6074 0.2547 0. 6624 0.6867 0.5684 1.1283 0.5063 1.2176 1.2609 1.1523
Satt308 0.7660 0.5551 0.7520 0.6317 0.4707 1.5194 1.1044 1.4887 1.2398 0.7482
Satt309 0.6311 0.1078 0.4416 0.5156 0.5684 1.1238 0.2190 0.7842 0.9882 1.1438
Satt339 0.7536 0.4555 0.8192 0.8089 0.2754 1.6493 0.8678 1.7914 1.8032 0.5386
Satt408 0.7701 0.3053 0.7680 0.7222 0.4570 1.6240 0.6861 1.5673 1.4135 0.9358
Sattd42 0.7602 0.6808 0.7584 0.7933 0.4922 1.5125 1.2944 1.4994 1.5935 0.9862
Sattd53 0.6921 0.3020 0.7456 0.7511 0.4844 1.3523 0.6315 1.4467 1.4727 0.9180
Satt462 0.8393 0.6253 0. 8480 0.8294 0.5273 1.9348 1.0973 1.9707 1.9202 1.0103
Satt487 0.7901 0.3445 0.7648 0.7756 0.4629 1.6725 0.7013 1.5119 1.5540 0.9791
Satt505 0.7326 0.5600 0.7264 0.7911 0.4766 1.4384 1.0052 1.3975 1.5868 0.8314
Satt553 0.7430 0.3771 0. 6880 0.7400 0.6094 1.5600 0.6888 1.4088 1.5594 1.2170
Satt561 0.6062 0.4229 0. 6080 0.7333 0.4004 1.2632 0.8655 1.1237 1.5222 0.7462
Satt590 0.7672 0.3837 0.7840 0.7644 0.4668 1.6725 0.7602 1.7070 1. 6685 1.0658
Satt596 0.7573 0.5224 0.7360 0.7356 0.4199 1.5619 0.9897 1.4293 1.4243 0.8926
R 0.6788 0.3867 0. 6840 0.6889 0.4528 1.3663 0.7536 1.3500 1.3571 0. 8868

Average
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Fig.2 Dendrogram of 90 wild soybeans from Longjing conserved region based on SSR data(UPGMA )
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Fig.3 Correlation between genetic similarity and geographical location of wild soybean in Longjing conserved region
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Fig.4 The relationship between individual pair-wise genetic similarity and geographic distance
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