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Investigation and Analysis of the Main Agronomic Traits of Different Transgenic
Soybean Lines with GsSAMS Gene
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Abstract: S-adenosyl-L-met-nionine synthetase( SAMS)is a key enzyme in plant metabolize. The syntheses of S-adenosyl-1.-
methionine (SAM) were catalyzed by SAMS. Transgenic soybean with GsSAMS gene had a greater tolerance to saline and alka-
line stress compared with non-transgenic plants. In order to scientific evaluate the variation of the main agronomic traits be-
tween transgenic soybean and the control, the yield traits, morphological traits and quality traits of transgenic soybean lines
SN28-SA-1,SN28-SA-2,SN28-SA-3,SN28-SA4 and SN28-SA-5 were investigated and analyzed. There were no obvious differ-
ences in yield traits between transgenic soybean and the control. In morphological traits, there were no obvious differences in
yield traits between transgenic soybean lines SN28-SA-1,SN28-SA-2,SN28-SA-3,SN28-SA4 and control , but the plant height
of SN28-SA-5 was obvious less than control,which proved different transformation event could produce a variation of morpho-
logical traits. In quality traits, the protein contents of all the transgenic soybean lines were higher by 1.42% -2. 12% compared
with control , while the content of oil was not obviously different between transgenic soybean lines and the control. In conclu-
sion, there was no negetive variation for morphological traits and quality traits in five transgenic soybean lines with GsSAMS
gene ,meanwhile the protein contents of all the transgenic soybean lines were higher than the control ,so these transgenic soy-
bean lines has good application prospects.
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Table 1 Yield traits of different transgenic soybean lines with GsSAMS gene

AP ERR R BARRSEAL RS TR JER AN
Cultivar or line Pods per plant Seeds per plant 100-seed weight/g
74 28CK 78.0a 223.4a 21.6a
SN28-SA-1 70.0a 203.0a 21.1a
SN28-SA-2 73.7a 211.9a 20.3a
SN28-SA-3 75.9a 213.3a 20. 6a
SN28-SA4 70.2a 213.8a 20.5a
SN28-SA-5 70.3a 202.9a 21.1a

R EUE G R RN SRR TE 0.05 KPR BE, T,

Values in a column followed by different lowercase letters are significantly different at 0. 05 probability level ,the same below.

2.2 MR

722 WL Y, Bk F SN28-SA-1 ,SN28-SA-2
SN28-SA-3 SN28-SA4 5 X HEAH L, 76 Mk =1 AL (0L
53¢ M R AF O R JC P B 25 5 Bk &R SN-SA-S

SR REAR LE, fE 2532 ) P AE 0 I OF T AT
WFEES AR BT X (P <0.05) 15
AR P bR R A AT SR 22 57



254 K E B 24
R2 e GSAMS BERAXRERSHERAELR
Table 2 Morphological traits of different transgenic soybean lines with GsSAMS gene
A AR B 5 73 45385) ¥ e, B
Cultivar or line Plant height/cm Pod bearing habit Flower color Leaf shape
224 28CK 84.9a S P L
SN28-SA-1 87.2a S P L
SN28-SA-2 85.8a S P L
SN28-SA-3 84.8a S P L
SN28-SA4 86.4a S P L
SN28-SA-5 80.5b S P L
2.3 mBRER SAMS FED] (S-JiH F B R 75 LT Rk [A) ), i

%3 ) WL, B B DR 5L 5 0 IRAH L, R &R
SN28-SA-1, SN28-SA-2, SN28-SA-3, SN28-SA4
SN28-SA-5 #5115t & £ 24 i 2 = TR, 20l T
SRS T 1.69.1.43.1.42 2,12 f11.71 NH A
Mo AT i 5 O T 3 25
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Table 3 Quality traits of different transgenic soybean
lines with GsSAMS gene

AP Rk 5 A RiEs i
Cultivar or line Protein content/ % 0il content/%
224k 28 CK 41.52a 17.32a
SN28-SA-1 43.21b 17.28a
SN28-SA-2 42.95b 18.36a
SN28-SA-3 42.94b 16.98a
SN28-SA4 43.64b 17.55a
SN28-SA-5 43.23b 17.15a
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